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NTDB id 1045 H0N27 RS16330 WP 168727019.1 .........MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHV 71
NTDB id 1049603 ACEJ41 RS10160 WP 374012161.1 MPASPLSSCAMTQSRSALIVDDERDIRELLVLTLGRMGLRVDTAANLSEARELLGRGHYDLCLTDMRLPDGNGIELVGEI 80
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ...........MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYI 69
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 SQNYPNTPIAVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTT.ENALENKLLIGRSLPIQQL 150
NTDB id 1049603 ACEJ41 RS10160 WP 374012161.1 ARHHPQTPVAMITAFGNMDLAVEALKAGAFDFVSKPVDINVLRGLVRHALELNNSERLRAAPPQEQASRLLGDSAAMDTL 160
NTDB id 1473 PAKAF RS24000 WP 003094694.1 QQRHPQTPVAMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPEAEE....APVDNRLLGESPPMRAL 145
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VNCGAIPASTELMESELFFGHKKGSFTGAHITAEQDKPQGL IFLQSA
NTDB id 1045 H0N27 RS16330 WP 168727019.1 RIAIKKIARSQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILS 230
NTDB id 1049603 ACEJ41 RS10160 WP 374012161.1 RATIAKVARSQAPVYILGESGVGKELVARTIHEQGARTAGPFVPVNCGAIPAELMESEFFGHKKGSFTGAHADKPGLFQA 240
NTDB id 1473 PAKAF RS24000 WP 003094694.1 RNQIGKLARSQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQA 225
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 AHGGSLFLDEIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPP 310
NTDB id 1049603 ACEJ41 RS10160 WP 374012161.1 ASGGTLFLDEVAELPLAMQVKLLRAIQEKSVRPVGAPGEVPVDVRILSATHKDLGALVADGRFRHDLYYRINVIELRVPP 320
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ASGGTLFLDEVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPP 305
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 LRERGEDVLLLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANI 390
NTDB id 1049603 ACEJ41 RS10160 WP 374012161.1 LRERTGDLPQLAHAILARLAAGQERHPPELTEAALAALASYPFPGNVRELENVLERALAMADGDRVDAADLHLPQVPVRL 400
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LRERREDIPLLAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGAS 385
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 SNPFASAAQSIQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETE 470
NTDB id 1049603 ACEJ41 RS10160 WP 374012161.1 GAESGPAHAAHQEA....VLDLDPGTGALPSYIEQLERAAIQKALEDNRWNKTRTAAQLGITFRALRYKLKKLGMD.... 472
NTDB id 1473 PAKAF RS24000 WP 003094694.1 QEG...............AA.SLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID.... 445
consensus * * * * ***!* !*!**!* ****!!****!!*! *! *!!*!!!**!!*!!!*!*!
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QEV
NTDB id 1045 H0N27 RS16330 WP 168727019.1 QEV 473
NTDB id 1049603 ACEJ41 RS10160 WP 374012161.1 ... 472
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ... 445
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X non conserved
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X ≥ 50% conserved


