
logo MGDKSL ILVTGIDIGHHNS ILKAAVVLKPMNTGDNSTYALVLGYEKELI ILVLTKAEDGI FVTADENHNTLIDNYHQKE IVKKTLKLE I
L
MKKGELPLFFGRSAHKRKVAIAS IVPDSNSA

NTDB id 1171 A1552VC RS12125 WP 000520444.1 MGKSLVTGIDIGHHSIKAAVLKPMGDTYALVGYEELLVTADIFTDNHTLDYQKIVKKLKELKKGLPLFSHKVAIAIPDSA 80
NTDB id 1049566 ACEUKD RS13545 WP 374092744.1 MDKLIVTGIDIGHNSLKAVVLKPTGNTYALLGYKEILLKEGIVAENNTINHQEIVKTLKLIKKELPFGAKKVAISVPDNS 80
NTDB id 1404 DSB67 RS14000 WP 010643494.1 MDKLLVTGIDIGHNSLKAVVLKPNGNSYALLGYKEIILKEGIVAENNTINHQEIVKTLKEMKKELPFRARKVAISVPDNA 80
consensus !*!**!!!!!!!!*!*!!*!!!! !**!!!*!!*!******!***!*!***!*!!!*!!**!!*!!* **!!!!**!!**

logo VI SKVKLQIDESQDNLEDEQRSEKLVEFAVTVYQAFSHQSPFPVEELSLDF IVRKLVDRTAETDEKDESGLQALMRSSGNTTDNSTFYQVYFATKRKDVVEDTSRLVDEHAVLKQKASGFLEKP
NTDB id 1171 A1552VC RS12125 WP 000520444.1 VISKVLQIDSDLEQRELEFAVYQAFSHQSPFPVEELSLDFVKVTEKSLARSSTTTFQVYATKKDVVDSRLHAVKKAGFEP 160
NTDB id 1049566 ACEUKD RS13545 WP 374092744.1 VISKKLQIEQNLEDSEVEFAVTQAFSHQSPFPVEELSLDFVRLRAEDGLR.GTDNYQVFATRKDVVDSRVDALQKSGLKP 159
NTDB id 1404 DSB67 RS14000 WP 010643494.1 VISKKLQIEQNLEESEKEFAVVQAFSHQSPFPVEELSLDFIKVDTDEQMR.GNDSYQVFATRKDVVETRVEALQKSGLKP 159
consensus !!!!*!!!***!!**!*!!!! !!!!!!!!!!!!!!!!!!*** ** *! *****!!*!!*!!!!**!**!**!*!**!

logo VLMVDVQHVSHQSLLGHLIWQKLATVSADKRARYFRPDERKPNDKW
Y
M
CLVLDIRGSTYLSTNQSSSLFCTLMDFFTPEEHQKGMEPLFYHKDEVFAPLCGSTRGQTALTEGNSELPFPVSQADQVDNSPLLMNHSVPDLDLAHQDEVAKPTQE

NTDB id 1171 A1552VC RS12125 WP 000520444.1 VLMDVQVHSLLHLWQLASRAYR.RPDWMLVDIGYTQSSLCLDFPEKMPFYKDVPLGTRQLESEPSAVNSLNHPLLHDPTQ 239
NTDB id 1049566 ACEUKD RS13545 WP 374092744.1 VLVDVHSQSLGHIWKLTADRFPDKNKYCLLDIGTSSSSFTMFTEHGELFHKEFACGTRGANSPVQDD..LMSDDAQEKTE 237
NTDB id 1404 DSB67 RS14000 WP 010643494.1 VLVDVHSQSLGHIWKLVAKRFPEKNKYCLLDIRSLNSSFTMFTEQGELFHKEFPCGSRTTGSLFQQD..PLVDDAQVATE 237
consensus !!*!!***!!*!*!*! ***********!*!!****!!****** ***!*!****!*! ! * * ** ***** !*

logo

L
Q
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V
A
KRQI

MQLFYTSVIHNGTSQDNSLIGKGI
L
VWLSGGEGAASTLTSPGMLEADEAELYSSQRQLASLPECEVLLNPFLSGLFKENMKNTVASKRKRPRLAVADGWQRHFTS

NTDB id 1171 A1552VC RS12125 WP 000520444.1 RFIQELVDKIARQIQLFTSVHGTQSLGGLWLSGGGATLSGLEDALYQRLSLPCEVLNPFSLFKNNVAKRKRPLVDGQRFS 319
NTDB id 1049566 ACEUKD RS13545 WP 374092744.1 LFNRQIVERVKRQMQLYTSINGSQNIKGIWLSGEGASTPMLAEELSQQLSLECELLNPLGLFEMTVSKRKRRAADWQHFS 317
NTDB id 1404 DSB67 RS14000 WP 010643494.1 QFNRQIVERVKRQMQLYTSINGSQDIKGVWLSGEGAATPMLAEELSSQLALECELLNPLGLFEMKVSKRKRRAADWQHFT 317
consensus !****!****!!*!!*!!**!*! **!*!!!!*!!****!***!***!*!*!!*!!!**!!** !*!!!!***!*!*!*

logo

A
TAAGLAI

L
VRGLIAHQWLEGSGADEHNRVAALVSH

NTDB id 1171 A1552VC RS12125 WP 000520444.1 TAAGLALRGLAWLESEHVA.. 338
NTDB id 1049566 ACEUKD RS13545 WP 374092744.1 TAAGLAIRGIHWLGGARALSH 338
NTDB id 1404 DSB67 RS14000 WP 010643494.1 AAAGLAVRGIQWLGGDNAVSH 338
consensus *!!!!!*!!* !!*** ****
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