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NTDB id 1038 H0N27 RS01510 WP 000993725.1 .....MNAQKGFTLIELMIVVAIIGILAAIAIPQYQNYIAKSQVNSGFSEISSIKTGYENAVNEGAVPTKL......... 66
NTDB id 1292 VP RS12235 WP 005479693.1 MKHSKQKKQQGFTLIELMIVVAIIGVLAAAAIPAYQNYVTRSEVTSGLATVKALITPAELHYQENGIAAAA........T 72
NTDB id 1197 PSJM300 03940 AFN76866.1 ...MKAQMQKGFTLIELMIVVAIIGILAAIALPAYQDYTVRSNAAAALAEITPGKIGFEQAINEGKTP.SLTSTDE.... 72
NTDB id 1204 PSJM300 03935 AFN76865.1 .MKPVKSSCRGFSLIELMIVVAIIGILAAIALPAYQNYTVRSTAASALAEITPAKAAFEQAISEGHTP.SLVSSLP.... 74
NTDB id 1192 PAKAF RS23870 WP 024947914.1 .....MKAQKGFTLIELMIVVAIIGILAAIAIPQYQNYVARSEGASALASVNPLKTTVEEALSRGWSVKSGTGTEDATKK 75
NTDB id 1049549 ACEUKD RS12250 WP 256950981.1 MKHSKQKKQQGFTLIELMIVVAVIGVLAAIAVPQYQKYVAKSEAASALASITGHRTNVETYVIENGSFPSTSGALALPT. 79
NTDB id 1184 GTF74 RS02335 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAGTAAGF. 79
NTDB id 1167 A1552VC RS11065 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAGTAAGF. 79
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAGTAAGF. 79
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NTDB id 1038 H0N27 RS01510 WP 000993725.1 .SDVGFTAATSSVCATYSIDAFTETDGAGKITCTLKG...NPKIATKIVELTRS.TDGAWTCVSDVPTEFLPKGCTAGTP 141
NTDB id 1292 VP RS12235 WP 005479693.1 LAQLGVDVAANDLG.AIDS...ALAGGSPTLTFTFDA...DSSIDGGILTFTRD.AATGWSCLPTAP.AIAVDGCS.... 139
NTDB id 1197 PSJM300 03940 AFN76866.1 .GYIGITDST.S.....YCDVDLDTAADGHIECTAK.GGNAGKFDGKTITLNRT.ADGEWSCASTLDAKYKPGKCS.... 139
NTDB id 1204 PSJM300 03935 AFN76865.1 .GFIGIGAST.N.....YCTVTLIATATGSITCTTQ.NGMPDRFNGKTITIART.TDGLWDCTSDLDSRYKPGKCL.... 141
NTDB id 1192 PAKAF RS23870 WP 024947914.1 EVPLGVAADANKLG.TIALKPD.PADGTADITLTFTMGGAGPKNKGKIITLTRTAADGLWKCTSDQDEQFIPKGCSK... 150
NTDB id 1049549 ACEUKD RS12250 WP 256950981.1 .SQFGVVDYD............NVTSAAGGIKFTFNGSGVSPDVVSKHVTLSRT.SAGAWSCSSDIAAELKPKGC..... 140
NTDB id 1184 GTF74 RS02335 WP 000649326.1 .TRLGTVEDM.GDG.KIVIAPTASGALGGTIKYTFDAGVV....SSSKIQLARD.ANGLWTCSTTVTSEIAPKGCTAGAT 151
NTDB id 1167 A1552VC RS11065 WP 000649326.1 .TRLGTVEDM.GDG.KIVIAPTASGALGGTIKYTFDAGVV....SSSKIQLARD.ANGLWTCSTTVTSEIAPKGCTAGAT 151
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 .TRLGTVEDM.GDG.KIVIAPTASGALGGTIKYTFDAGVV....SSSKIQLARD.ANGLWTCSTTVTSEIAPKGCTAGAT 151
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