
logo MAEKQQPLVLLVDDEEVDLCLMLMQMTLASRMGIKTHLMAHYHRLVEKQAKQYFLFSTEQFYHKYDAC I
LTDFLNLPDGNSGLDELVKHVSTQHNYPKNTP I

NTDB id 104889 AMD27 RS00985 WP 067655129.1 MAKQQPLVLLVDDEVDLCMLMQMTLSRMGIKTHMAHHLKQAKYFFSEYKYDACITDFNLPDGNGLELVKHVTQHYPKTPI 80
NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
consensus !! !!!!!!!!!!! !!!*!!!!!! !!!!!!!*!*** !!! !* **!!!!*!! !!!!! !!*!!!!!*!*!! !!!

logo AVLTAYAGNMDIA IASAVLKAGAFDFVSKP I
VNQQVHLDHQLLQKALHNRVPQKVLVDEHLDSTDTELNAPLEENKRLL IMGERSLVPQIQQLREIAS IKKIARS

NTDB id 104889 AMD27 RS00985 WP 067655129.1 AVLTAYANMDIAISVLKAGAFDFVSKPINQQHLHQLLQKALHVPVLDLDSDELPLEERLLMGESVQIQQLRESIKKIARS 160
NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTENALENKLLIGRSLPIQQLRIAIKKIARS 160
consensus !!!!!!*!!!!!! !!!!!!!!!!!!*!! !!*!!!!!!!* * ***!* ! *!! *!!*! !**!!!!! !!!!!!!

logo QAPVF IVTGESGTGKEVVANLLVHQRLSNRQSDEGPF IA INCGAIPSETDELLMESELFGHKVKGCSFSTGATEQDKQGL I LQASADHGGSLFLDE
NTDB id 104889 AMD27 RS00985 WP 067655129.1 QAPVFITGESGTGKEVVANLLHQLSNRQDGPFIAINCGAISEDLLESELFGHVKGCFSGATEDKQGLIQAADGGSLFLDE 240
NTDB id 1045 H0N27 RS16330 WP 168727019.1 QAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLDE 240
consensus !!!!!*!!!!!!!!!!!!!!*! !!!! *!!!!!!!!!!!* *!*!!!!!!! !!*!*!!! !!!!!! !*!!!!!!!!

logo IAELPSLASMQAVKLLRASVQEKKIRPLVGSDKQE IDEVDFR I
V I SASHQDNLDELSLRVQRQGKQFRQDLFFR IHVMDL IR I
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NTDB id 104889 AMD27 RS00985 WP 067655129.1 IAELSLAMQAKLLRSVQEKKIRPLGSDKEIEVDFRIISASHQNLESRVQQGQFRQDLFFRIHVMDLRIAPLRERQQDILI 320
NTDB id 1045 H0N27 RS16330 WP 168727019.1 IAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVLL 320
consensus !!!!*! !! !!!! !!!!!!!!*!!! !!*!!!!*!!!!!! !* ! !! !!!!!!!!!!!!!! **!!!!! !*!*

logo LANRHF IDQKL ICAMEWER I
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P
TKQTLTEPAQAAEQTFYLLMAQQHFYPSGNVRELRNLMI ERAITLSDEADADSTIDE I

V
Q
SHLHQPASNPLTRANLNEIKSANPSFIATASSPPK

NTDB id 104889 AMD27 RS00985 WP 067655129.1 LARHFIDLICAEWRISTKTLTPQAAQFLMAQHYSGNVRELRNLIERAITLSDADSIEVQHLQPSNTRNLEKASITASPPK 400
NTDB id 1045 H0N27 RS16330 WP 168727019.1 LANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPFAS.... 396
consensus !! !!! !! !! **! !!* ! *!* !!**!!!!!!!!*!!!!!!!!* *!** !!*! * ! * ****
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VEKDE I
VL ILNALNLMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTEETEQE

NTDB id 104889 AMD27 RS00985 WP 067655129.1 SPTSSISPLAQNALSPAYPQALPEEGLEQYLEKVEKEVLINALNLTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTEE... 477
NTDB id 1045 H0N27 RS16330 WP 168727019.1 ....AAQSIQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQE 472
consensus **** ** ! * !! !!!! !!! *!!**!*!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! ***
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 V 473
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X ≥ 50% conserved


