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NTDB id 1177 A1552VC RS01165 WP 000422572.1 . NEY®DGM THKY GPRVDG IJAQGEA . SVATA ARG V.IR
NTDB id 1203 PSJM300 01605 AFN76401.1 AR
NTDB id 1048784 ACERHU RS03840 WP 001619985.1 TLEAWSHN VEIINTAC N B AR W)Y S
NTDB id 1307 DR RS10055 WP 010888596.1 Lis® [N QeiASD L AG G
NTDB id 1086 NMV RS00245 WP 002218487.1 R P
NTDB id 1116 NGFG RS10615 WP 003690200.1 R MND P
NTDB id 1185 GTF74 RS11940 WP 000350195.1 R IMNDQR P
NTDB id 1176 A1552VC RS01160 WP 000350195.1 R IMNDQR 2]
NTDB id 1283 ACE17W RS02630 WP 010947729.1 PPMIRVDG R YDIMND A
NTDB id 1259 GC085 RS10305 WP 010947729.1 PPMIRVDG R YDIMND A
NTDB id 1202 PSJM300 01600 AFN76400.1 [MASDLHLS G PPMIRVDG R YDIMND P
NTDB id 1194 PAKAF RS01995 WP 003084552.1 [MASDLHLSAG PPMIRVDG R YDIMND P
NTDB id 1020 ACIAD RS04210 WP 011182164.1 IMASDLHLSAG PPMIRVDG R YDIMND B
NTDB id 1060 ABD1 RS04380 WP 000355489.1 [MASDLHLSAG PPMIRVDG R YDIMND P
NTDB id 1040 HON27 RS13360 WP 000355489.1 .. [EASDLHLSAG PPMIRVDG R YDIMND 2]
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 EMDITELLAFSVK [ASDLHLSAG PPMIRVDG R YDIMND P
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 IRE R PF IRKIBIENMLQN ARGLVLVGTGSGKSTT TGRQH.TG
NTDB id 1203 PSJM300 01605 AFN76401.1 E LIMLP) |8 14 AIRMWRGLVLIQYGINTG GKST LAAM
NTDB id 1048784 ACERHU RS03840 WP 001619985.1 I\ [PEPIE IV WA GL LVTGETGEGKSTTLAAM
NTDB id 1307 DR RS10055 WP 010888596.1 I\  GLP[AFRAS T ARPNPRGLVLVTGPTGSGKSTTLA M
NTDB id 1086 NMV RS00245 WP 002218487.1 E LIG\PSIF[OMI AIMNPRG VLVTGPTGSGKSTTLAAM
NTDB id 1116 NGFG RS10615 WP 003690200.1 E LIGPHIF[NSTAJXYPRG VLVTGPTGSGKSTTLAAM
NTDB id 1185 GTF74 RS11940 WP 000350195.1 ENLPIAPIATIFRINT ANNGY GLVLVTGPTGSGKSTTLAAM
NTDB id 1176 A1552VC RS01160 WP 000350195.1 ENLPEAPIATFRIMT ANNEY GLVLVTGPTGSGKSTTLAAM
NTDB id 1283 ACE17W RS02630 WP 010947729.1 1 AMISRGLVLVTGPTGSGKSTTLAA[
NTDB id 1259 GC085 RS10305 WP 010947729.1 1 ARJEIRGLVLVTGPTGSGKSTTLAAY
NTDB id 1202 PSJM300 01600 AFN76400.1 ISTIAIPRGLVLVTGPTGSGKSTTLAAM
NTDB id 1194 PAKAF RS01995 WP 003084552.1 il PMIPRGLVLVTGPTGSGKSTTLAAM
NTDB id 1020 ACIAD RS04210 WP 011182164.1 D IMNPRGLVLVTGPTGSGKSTTLAAM
NTDB id 1060 ABD1 RS04380 WP 000355489.1 DII[OMMPRG VLVTGPTGSGKSTTLAAM
NTDB id 1040 HON27 RS13360 WP 000355489.1 DII@NPRG VLVTGPTGSGKSTTLAAM
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 DII[MPRG VLVTGPTGSGKSTTLAAM

consensus

kokk bk | kx| ok *

* ok ok x|

kokok ok okok

ik Door Do DL DL Dok |k

154
156
153
160
156
156
156
156
156
156
156
156
156
156
156
156



DO et AT o SARE ) Y g LA Lot

NTDB id 1177 A1552VC RS01165 WP 000422572.1 EDPIEFVH|M:IK C @QREV{QED T} 234
NTDB id 1203 PSJM300 01605 AFN76401.1 EDPIEF H[B[NWC QREV[esD Ty 236
NTDB id 1048784 ACERHU RS03840 WP 001619985.1 EDPIE 3@¥SK CLI QRE [ea):{eyN FI¥N LR ALREDPD 233
NTDB id 1307 DR RS10055 WP 010888596.1 EDPIEF HgYK INQREV[EEDTIRSFINALR ALR APD 240
NTDB id 1086 NMV RS00245 WP 002218487.1 EDPIEFVH@NSKKELINQRE HN:TIRSFEISYALRSALREDPD 236
NTDB id 1116 NGFG RS10615 WP 003690200.1
NTDB id 1185 GTF74 RS11940 WP 000350195.1
NTDB id 1176 A1552VC RS01160 WP 000350195.1
NTDB id 1283 ACE17W RS02630 WP 010947729.1
NTDB id 1259 GCO85 RS10305 WP 010947729.1
NTDB id 1202 PSJM300 01600 AFN76400.1

NTDB id 1194 PAKAF RS01995 WP 003084552.1
NTDB id 1020 ACIAD RS04210 WP 011182164.1

EDPIEFVHMNSKK
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i LINQRE HNETIMSFIRYALESALREDPD 236
T EDPIEFVHERRYKCLINQREVH ISYALRSALREDPD 236
T EDPIEFVHERRYKCLINQREVH J8YALRSALREDPD 236
T EDPIEFVHNSKKCL NQREVH WNALRSALREDPD 236
T EDPIEFVHNSKKCL NQREVH WVALRSALREDPD TI® 236
T EDPIEFVHIBISKKCL NQREVH J9ALRSALREDPD ILVGEMRDLETIRLALTAAETGHLVFGTLHT 236
T EDPIEFVHISKKCL NQREVH SJAALRSALREDPD ILVGEMRDWETIRLALTAAETGHLVFGTLHT 236
T EDPIEFVHEKKCLINQREVH AALRSALREDPD ILVGEMRDWETIRLALTAAETGHLVFGTLHT 236
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NTDB id 1060 ABD1 RS04380 WP 000355489.1 EDPIEFVHNSKKCLINQREVH MHALRSALREDPD ILVGEMRDMETIRLALTAAETGHLVFGTLHT 236
NTDB id 1040 HON27 RS13360 WP 000355489.1 EDPIEFVHWSKKCLINQREVH WIALRSALREDPD ILVGEMRDWETIRLALTAAETGHLVFGTLHT 236
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 EDPIEFVHNSKKCLINQREVH MAALRSALREDPD ILVGEMRDMETIRLALTAAETGHLVFGTLHT 236
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 314
NTDB id 1203 PSJM300 01605 AFN76401.1 316
NTDB id 1048784 ACERHU RS03840 WP 001619985.1 R DBFPA EK 312
NTDB id 1307 DR RS10055 WP 010888596.1 IDRI DVFPRHE [ [ Q A 320
NTDB id 1086 NMV RS00245 WP 002218487.1 DRI DVFPA®EK 316
NTDB id 1116 NGFG RS10615 WP 003690200.1 DRI DVFPA[EK Q 316
NTDB id 1185 GTF74 RS11940 WP 000350195.1 IDRIIDVFP B K AUGGGRVAMHEIM 315
NTDB id 1176 A1552VC RS01160 WP 000350195.1 IDRIIDVFP § K MUGGGRVAGHEIM 315
NTDB id 1283 ACE17W RS02630 WP 010947729.1 GGRVAAIEIM G 315
NTDB id 1259 GCO85 RS10305 WP 010947729.1 BUNGGRVAAIREIM [ [¢ 315
NTDB id 1202 PSJM300 01600 AFN76400.1 MUYGGGRVAAHEIMI PAIRNLIRENKVAQMYSHIQTG 315
NTDB id 1194 PAKAF RS01995 WP 003084552.1 MIIGGGRVAAHEIMI PAIRNLIREMKVAQMYSHBIQTG 315
NTDB id 1020 ACIAD RS04210 WP 011182164.1 BYGGGRVAAHEIMI MPAIRNLIREMKVAQMYSHIQTG 315
NTDB id 1060 ABD1 RS04380 WP 000355489.1 MNGGGRVAAHEIMI MPAIRNLIRENKVAQMYSEIQTG 315
NTDB id 1040 HON27 RS13360 WP 000355489.1 BIGGGRVAAHEIMI MPAIRNLIRENKVAQMYSHBIQTG 315
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 MNGGGRVAAHEIMI MPATIRNLIRENKVAQMYSEIQTG 315
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