
logo MEKEQVAIGYLRQSTLMTKQQSLAAQKQATIKEAI
LAEKKHHNS IKQHQYINTFYSDKQSGRKTDNKRSNGYRQQMI ITQEL IQQGQCDI

VLCCYRLNRLHRN
NTDB id 10 SA RS00435 WP 000815646.1 MKQVIGYLRQSTMKQQSLAAQKQAIEAIAEKHHIQHINFYSDKQSGRKDNRSGYRQMTQLIQQGQCDILCCYRLNRLHRN 80
NTDB id 1045550 ACERCD RS00330 WP 070657147.1 MEEAIGYLRQSTLKQQSLAAQKQTIKALAKKHSIKQITFYSDKQSGRTDKRNGYQQIIELIQQGQCDVLCCYRLNRLHRN 80
NTDB id 1 SACOL RS00225 WP 000806247.1 MKQAIGYLRQSTTKQQSLAAQKQTIEALAKKHNIQYITFYSDKQSGRTDKRNGYQQITELIQQGQCDVLCCYRLNRLHRN 80
consensus !***!!!!!!!!*!!!!!!!!!!*!*!*!*!! !* !*!!!!!!!!!*!*!*!!*!***!!!!!!!!*!!!!!!!!!!!!

logo LKNALKL IMKLCQTKYHVHI LSVHDGYFDMDQKAFDRFLKLNI F I SLAELESDNIGEQVRKNGI
L
K
Q
REKAKQGRKML ITTHAPFGYEHYH

NTDB id 10 SA RS00435 WP 000815646.1 LKNALKLIKLCQTYHVHILSVHDGYFDMDQAFDRFKLNIFISLAELESDNIGEQVRNGLQEKAKQGRLITTHAPFGYEYH 160
NTDB id 1045550 ACERCD RS00330 WP 070657147.1 LKNALKLMKLCQKYHVHILSVHDGYFDMDKAFDRLKLNIFISLAELESDNIGEQVKNGLREKAKQGKLITTHAPFGYHYH 160
NTDB id 1 SACOL RS00225 WP 000806247.1 LKNALKLMKLCQKYHVHILSVHDGYFDMDKAFDRLKLNIFISLAELESDNIGEQVKNGIKEKAKQGKMITTHAPFGYHYH 160
consensus !!!!!!!*!!!!*!!!!!!!!!!!!!!!!*!!!!*!!!!!!!!!!!!!!!!!!!!*!!**!!!!!!**!!!!!!!!!*!!

logo NGATF IMTIDNNQTNTVKESAPTVKAVFSNYYI
L
K
QGHYGYKKIAQLYLEEADDENTKYF INRQKPYQVRNI I ILMNPNYCGRVNINQYGQFYEDNMCFPAS IVSTTS I

NTDB id 10 SA RS00435 WP 000815646.1 NGAFIINQNESPTVKAVFNYYIKGHGYKKIAQLLEEDNTYINRQPYQVRNIIINPNYCGRVNNQYGQFDNMFPSIVSTSI 240
NTDB id 1045550 ACERCD RS00330 WP 070657147.1 NGTFMINNTEAPTVKAVFSYYLQGYGYKKIAQYLEADEKFINRKPYQVRNIIMNPNYCGRVINQYGQYDNMCPSIVSTSI 240
NTDB id 1 SACOL RS00225 WP 000806247.1 NGTFTIDTVKAPTVKAVFNYYLQGYGYKKIAQYLEADDKFINRKPYQVRNIILNPNYCGRVINQYGQYENMFPAIVSTTI 240
consensus !!*!*!** **!!!!!!!*!!**!*!!!!!!!*!!*!***!!!*!!!!!!!!*!!!!!!!!*!!!!!**!!*!*!!!!*!

logo YEEKQAQARVI
L
TRTSQKPQI

L
VKRQKTPSSADENRQLKQKIKCPCFYCDNTSTLTNMTVIRKKNHRHTLRYYVCPKQNMNASRFVCDEFKGINAQESTLEADTKSVLEAVT

NTDB id 10 SA RS00435 WP 000815646.1 YEQAQRLRSQKQIKQTSSDNQLKQKIKCPCCNTTLTNMTVRKKNHTLRYYVCPKNMNASRFVCDFKGINAQTLEDKVLEV 320
NTDB id 1045550 ACERCD RS00330 WP 070657147.1 YEKAQAIRSQKQLKQTSSANRLKQKIKCPFCNSTLTNMTIRKKHRTLRYYVCPQNMNASRFVCEFKGINAQSLEASVLAT 320
NTDB id 1 SACOL RS00225 WP 000806247.1 YEEAQVTRTQKPVKRKPSENQLKQKIKCPYCDSTLTNMTIRKKHHTLRYYVCPQNMNASRFVCEFKGINAQELETSVLAT 320
consensus !! !! *!*!!**!***!*!*!!!!!!!!*!**!!!!!!*!!!**!!!!!!!!*!!!!!!!!!*!!!!!!!*!! *!!**

logo CKQDFYFQNQHQRI
LYTSKIKNGHATIDQQKRI

LKKRQKRNDI EAKTHKHSTTVLNTHQEQL I EKLAQDGI
KIDAETFREQTQSFLRQQPSQKRPTI STS IHNSGTYHQIRQHKTAFILQ

NTDB id 10 SA RS00435 WP 000815646.1 CKDFYQNQRIYTKIKGAIDKRIKRQRNIEKHHTLTQEQLIEKLAQGIIDAETFREQTQSLRQQPQRTTSINGHQIQHTIQ 400
NTDB id 1045550 ACERCD RS00330 WP 070657147.1 CQDFFQNQHLYSKINHTIQKRLKKQKDIEAKSTVTQEQLIEKLAQGKIDAETFREQTQSFRQQSKPITSIHTHQIQKALQ 400
NTDB id 1 SACOL RS00225 WP 000806247.1 CQDFFQNQQLYSKINHTIQQRLKRQRDIETKTTLNHEQLIEKLAQDKIDAETFREQTQSLRQQSKPISSISTYQIRKAFQ 400
consensus !*!!*!!! *!*!!***!**!*!*!**!! **!***!!!!!!!!!**!!!!!!!!!!!!*!!!*****!! **!!****!

logo NVIMIQKQRFTLNI
MLYPYI EDTE INHI STKDNKI

N
SLAITGIYFKNEPLNIVKNQTAMEQLSS IVA

NTDB id 10 SA RS00435 WP 000815646.1 NIIQKRFTLNILYPYIETIHITKDKNLIGIYFKNEPLNIVNQTMQSSIA 449
NTDB id 1045550 ACERCD RS00330 WP 070657147.1 NVMQQRFTLNMLYPYIDEIHITKNKILTGIYFKNEPLNIVNQTAQSSIA 449
NTDB id 1 SACOL RS00225 WP 000806247.1 NIIQQRFTLNMLYPYIDEINISKNKSLAGIYFKNEPLNIVKQTMELSIV 449
consensus !**!*!!!!!*!!!!!**!*!*!*! ! !!!!!!!!!!!!*!!***!!*

X non conserved

X similar

X ≥ 50% conserved


