LA

e el

0
M
>

e AKK KKKAZEEIAKKDEE&KAL%ALKB

NTDB id 600 KW2 RS01765 WP 011675413.1 MATKK. .. .. KTNFDDITKKYGAJESRD|\@:NSADESRA LR DIy (eISuR AN S
NTDB id 269 KZH43 RS08665 WP 001085462.1 .MAKK..... PKKLEEISKKFGA IMRLG S
NTDB id 228 SPD RS09265 WP 001085462.1 .MAKK..... PKKLEEISKKFGA IMRLG S
NTDB id 194 SPR RS08825 WP 001085462.1 .MAKK..... PKKLEEISKKFGA IMRLG S
NTDB id 159 SP RS09750 WP 001085462.1 .MAKK..... PKKLEEISKKFGA IMRLG S
NTDB id 499 SM12261 RS08315 WP 078228268.1 .MAKK..... PKKLDEISKKFGA IMRLG S
NTDB id 527 SMSK321 RS11065 WP 001085454.1 .MAKK..... IMRLG S
NTDB id 408 SMU RS09530 WP 002262392.1 .MAKR..... i MRLG S
NTDB id 453 Spy49 1753c ACI62003.1 .MAKK..... MRLG S
NTDB id 115 BSU 16940 NP 389576.2 ... .. .. i IM LG P|
NTDB id 625 LCA RS02525 WP 011374196.1 ... ... ... ..., IMR G S
NTDB id 1313 DR RS12030 WP 0108889%66.1 ....... MSKDATKEISAPTDAK S
NTDB id 1245 Cj1673c YP 002345041.1 ... . .. oo,
NTDB id 1211 C694 RS00795 WP 000963128.1 .................. S
NTDB id 1214 NCTC11637 00359 SQJ03206.1 .......... .. ...... S
NTDB id 1334 RAOC RS04870 WP 004918236.1 .......... P|
NTDB id 1389 A4U84 RS07560 WP 021112712.1 MAENKKSSKNNTV. . IEK[NFGKG IM S
NTDB id 1130 NGFG RS03960 WP 003688695.1 .................... IEKBFGKGI\IM S
NTDB id 1124 NGFG RS03960 WP 003688695.1 .................... IEKSFGKGI\IM S
NTDB id 1123 OK783 RS03845 WP 003688695.1 .................... IEKNFGKGI\IM S
NTDB id 1045472 ACEQ38 RS12690 WP 013213434.1 MEDG........ . .KAASMSA IM S
NTDB id 1427 RS RS02760 WP 011000510.1 .MEDG........ K. .KAASMSA IM S
NTDB id 1165 A1552VC RS01565 WP 000344154.1  .................... IEKNFGKG S
NTDB id 1142 GTF74 RS11550 WP 000344154.1 .......... . .. ... ... IEKIWNFGKG IMRLG S
NTDB id 1022 ACIAD RS06390 WP 004925639.1 ........... . ........ MRLG S
NTDB id 1074 ABD1 RS10195 WP 000344167.1 ........... .. ... ..., MRLG S
NTDB id 1205 PSJM300 05545 AFN77183.1 ... ... i, S

consensus

* * * skok o bk bl skoskoskokok




logo

Y
|

YT oMLY M Vel B

EIYGPESSGKTT 154
EIYGPESSGKTT AREAQKIAGGIWNAF IDAEHALDPEYY ALRAL GVN 153
EIYGPESSGKTT ANEQKINGGINNAF IDAEHALDPIYY ALWALGVN 153
EIYGPESSGKTT AREAQKIAGGIWNAF IDAEHALDPEAY ALWAL GVN 153
EIYGPESSGKTT ANRQKINGGINNAF IDAEHALDPEYY ALWALGVN 153
EIYGPESSGKTT AREAQKIAGGIWNAF IDAEHALDPEYY ALWAL GVN 153
EIYGPESSGKTT ARENQKIAGGIWNAF IDAEHALDPEYY ALRAL GVN 153
EIYGPESSGKTT ARFAQKDIGGIWNAF IDAEHALDPEAY ALWAL GVN 153
EIYGPESSGKTT AREAQKIAGGIWNAF IDAEHALDPEAY ALWAL GVN 153
E YGPESSGKTT AIYQENGGENAF IDAEHALDPYYARIMLGVN  ELL 138
EIYGPESSGKTT AIRYQK[NGGIWIA IDAERJA DPJYAWWALGVN D LL 140
BEIYGPES[EGKTT ARENQKEAGGINMAF IDAEHALDPWUY ARSNLGVNQSNDELL SQPDNGEQALETI} 152
EIYGPESSGKTT AINSOKENGGUAMAF IDAEHALDYRSY AJSQYL GV NE¥D Ll SQPDIYGEQALEIY 139
EIYGPESSGKTT AIEOKINGGUAMAF IDAEHALDNIY AJQHL.GV gy I SQPD GEQALEI)® 141

¢

NTDB id 600 Kw2 RS01765 WP 011675413.1
NTDB id 269 KZH43 RS08665 WP 001085462.1
NTDB id 228 SPD RS09265 WP 001085462.1
NTDB id 194 SPR RS08825 WP 001085462.1
NTDB id 159 SP RS09750 WP 001085462.1

NTDB id 499 SM12261 RS08315 WP 078228268.1
NTDB id 527 SMSK321 RS11065 WP 001085454.1
NTDB id 408 SMU RS09530 WP 002262392.1
NTDB id 453 Spy49 1753c ACI62003.1

NTDB id 115 BSU 16940 NP 389576.2

NTDB id 625 LCA RS02525 WP 011374196.1
NTDB id 1313 DR RS12030 WP 010888966.1
NTDB id 1245 Cj1673c YP 002345041.1

NTDB id 1211 C694 RS00795 WP 000963128.1
NTDB id 1214 NCTC11637 00359 SQJ03206.1
NTDB id 1334 RAOC RS04870 WP 004918236.1
NTDB id 1389 A4U84 RS07560 WP 021112712.1
NTDB id 1130 NGFG RS03960 WP 003688695.1

EIYGPESSGKTT AINSOKINGGUASAF IDAEHALDUSIY AJSRLGV ) L SQPD GEQALEI)H 141
EIYGPESSGKTT AIINQKYIGGIWIAF IDAEHARGDIgNSIY AIISLG N SQPDRIGEQALETIfA 148
EIYGPESSGKTT AQAQKGNKTCAFIDAEHALDPVYARNLGVN.DELL SOPDNGEQALET[e 156
EI GPESSGKTT VUGAF DAEHAIIDPUYARSLGV]S ELM SQPD GEQALEI[S 140

I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I

NTDB id 1124 NGFG RS03960 WP 003688695.1 EI GPESSGKTT VUCAF DAEHAIDPUYABRISLGV]Y ELM SQPD GEQALEI[S 140
NTDB id 1123 0K783 RS03845 WP 003688695.1 EI GPESSGKTT VGAF DAEHAIDPMUYAIBNLGVIY EL) SQPD GEQALEI 140
NTDB id 1045472 ACEQ38 RS12690 WP 013213434.1 EIYGPESSGKTT INSAFIDAEHALDLMNY ADISL G V] LL SQPD GEQALEIM 148
NTDB id 1427 RS RS02760 WP 011000510.1 EIYGPESSGKTT INMAFIDAEHALD|EYY ADISL G V)Y LL SQPD GEQALEIM 148

NTDB id 1165 A1552VC RS01565 WP 000344154.1
NTDB id 1142 GTF74 RS11550 WP 000344154.1
NTDB id 1022 ACIAD RS06390 WP 004925639.1
NTDB id 1074 ABD1 RS10195 WP 000344167.1
NTDB id 1205 PSJM300 05545 AFN77183.1
consensus

I EI GPESSGKTT FYN®AFIDAEHALDPYYAJSSLGVN DELL SQPD GEQALEId 139
I EI GPESSGKTT IQN¥AFIDAEHALDPYYAISSLGVN DELL SQPD GEQALEI[ 139
I EIYGPESSGKTT WeAFIDAEHALDPWYARSSLGV DRJLL SQPDEIGEQALEI/ 139
I EIYGPESSGKTT e AFIDAEHALDPWNYAIASLGV DRLL SQPDRIGEQALEIJA 139
I EIYGPESSGKTT SQPD GEQALEIp 139
Fr Tk LUTERDI D R T skl Do % T DUExlobe DL T hskkrkr ok b LLR D Dxbal % vk Lkkn | x




DDVl

NTDB id 600 KWw2 RS01765 WP 011675413.1
NTDB id 269 KZH43 RS08665 WP 001085462.1
NTDB id 228 SPD RS09265 WP 001085462.1
NTDB id 194 SPR RS08825 WP 001085462.1
NTDB id 159 SP RS09750 WP 001085462.1
NTDB id 499 SM12261 RS08315 WP 078228268.1 VVVDSVAALVP
NTDB id 527 SMSK321 RS11065 WP 001085454.1 VVVDSVAALVP

50, it LR S el LY P

G MGDSEVGLQAR . 233
GDHMGDSHVGLQAR . 232
GDMGDSHVGLQAR . 232
GDHMGDSHVGLQAR . 232
GDMGDSHVGLQAR . 232
GDHMGDSHVGLQAR . 232
GDHMGDSHVGLQAR . 232
NTDB id 408 SMU RS09530 WP 002262392.1 VVVDSVAALVP GDMGDSHVGLQAR . 232
NTDB id 453 Spy49 1753c ACI62003.1 VVVDSVAALVP GDHMGDSHVGLQAR . 232
NTDB id 115 BSU 16940 NP 389576.2 VVVDSVAALVPKAEI GDMGDSHVGLQAR . 217
NTDB id 625 LCA RS02525 WP 011374196.1 VVDSVAALVP AEI G MGD HVGLQAR . 219
NTDB id 1313 DR RS12030 WP 010888966.1 VVVDSVAALWP AEI GDMGDSWEGLQAR . 231

NTDB id 1245 Cj1673c YP 002345041.1 VVDSVAALIWNPKAEI GDMGD[NHVGLQAR 219
NTDB id 1211 C694 RS00795 WP 000963128.1 GDMGD[NHVGLQAR 221
NTDB id 1214 NCTC11637 00359 SQJ03206.1 GDMGD[NHVGLQAR 221
NTDB id 1334 RAOC RS04870 WP 004918236.1 GDMGDS  GLJEIAR . 227

NTDB id 1389 A4U84 RS07560 WP 021112712.1
NTDB id 1130 NGFG RS03960 WP 003688695.1

VDSVAALJNPKAEI GDMGDSH GLQAR . 235
VVVDSVAALVPKAEI GDMGDSHVGLQAR . 219

NTDB id 1124 NGFG RS03960 WP 003688695.1 VVVDSVAALVPKAEI GDMGDSHVGLQAR . 219
NTDB id 1123 0K783 RS03845 WP 003688695.1 VVVDSVAALVPKAEI GDMGDSHVGLQAR . 219
NTDB id 1045472 ACEQ38 RS12690 WP 013213434.1 V DSVAALVPKAEI MGD |MIGLQAR . 227
NTDB id 1427 RS RS02760 WP 011000510.1 V DSVAALVPKAEI MGD MEGLQAR . 227
NTDB id 1165 A1552VC RS01565 WP 000344154.1 VVDSVAALWPKAETI MGDSH GLQAR . 218
NTDB id 1142 GTF74 RS11550 WP 000344154.1 VVDSVAALWPKAET MGDSH GLQAR . 218
NTDB id 1022 ACIAD RS06390 WP 004925639.1 VVDSVAALWPKAET MGDSH GLQAR . 218
NTDB id 1074 ABD1 RS10195 WP 000344167.1 VVDSVAALINPKAEI MGDSH GLQAR 218
NTDB id 1205 PSJM300 05545 AFN77183.1 VDSVAALVPKAET MGD HVGLQAR 218

consensus

* %

kb bkl P Pk Dk bl osksk % sksk ko



IR o TN etV 05 Elmsl i A

NTDB id 600 KW2 RS01765 WP 011675413.1 GSTKIEEGS. KVVKNKVAPPF IM GEGISGEL N 312
NTDB id 269 KZH43 RS08665 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 228 SPD RS09265 WP 001085462.1 GNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 194 SPR RS08825 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 159 SP RS09750 WP 001085462.1 IGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 499 SM12261 RS08315 WP 078228268.1 IMGSTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 527 SMSK321 RS11065 WP 001085454.1 IMGSTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 408 SMU RS09530 WP 002262392.1 GNTQIKGTG. KVVKNKVAPPF IfNYGEGIS K 311
NTDB id 453 Spy49 1753c ACI62003.1 IMGTTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 115 BSU 16940 NP 389576.2 RAEQLKQGN. . ... KVVKNKVAPPF IMYGEGIS D 292
NTDB id 625 LCA RS02525 WP 011374196.1 IMBAETIKNGT. . ... KVVKNKVAPPF IMYG GIS D 294
NTDB id 1313 DR RS12030 WP 010888966.1 R .PTKVGNDA KPVKNKVARPF G 307
NTDB id 1245 Cj1673c YP 002345041.1 R .L.KQNBEP KVVKNKVAPPF M GEG S 294
NTDB id 1211 C694 RS00795 WP 000963128.1 R .L.KQNEQH INKVVKNKVAPPF IM GEGIS 296
NTDB id 1214 NCTC11637 00359 SQJ03206.1 R ....L.KQNEQH BKVVKNKVAPPF IM GEGIS 296
NTDB id 1334 RAOC RS04870 WP 004918236.1 IMBSLSDTGKIKDKSGEV KVVKNKVAPPF IMYGEG S 307
NTDB id 1389 A4U84 RS07560 WP 021112712.1 IMBCGV....V.KDGBEI KVVKNKVAPPF IMYGEGIS 310
NTDB id 1130 NGFG RS03960 WP 003688695.1 TGS . ...I.KKGEEV KV KNKVAPPF 294
NTDB id 1124 NGFG RS03960 WP 003688695.1 R .. I.KKGEEV KV KNKVAPPF 294
NTDB id 1123 0K783 RS03845 WP 003688695.1 R .. I.KKGEEV| KV KNKVAPPF 294
NTDB id 1045472 ACEQ38 RS12690 WP 013213434.1 R ..I.KRG KVVKNKVAPPF 302
NTDB id 1427 RS RS02760 WP 011000510.1 R .. I.KKG KVVKNKVAPPF 302
NTDB id 1165 A1552VC RS01565 WP 000344154.1 R .. I.KEG KVVKNK APF 293
NTDB id 1142 GTF74 RS11550 WP 000344154.1 R ..I.KEG KVVKNK ARPF 293
NTDB id 1022 ACIAD RS06390 WP 004925639.1 R . .V.KEG KVVKNK APPF 293
NTDB id 1074 ABD1 RS10195 WP 000344167.1 R . .V.KEG KVVKNK APPF 293
NTDB id 1205 PSJM300 05545 AFN77183.1 R .V.KEG KVVKNKVAPPF 293

consensus kD Dok | x kooskoeskok Dokl DD Do b Dok skokoe Dk |k * * kkk b kokok |



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600 KW2 RS01765 WP 011675413.1 N LDDSEVAETEEETTASKTKAKAKKEEKAVETEEIELELED. . . . .
269 KZH43 RS08665 WP 001085462.1 K IDGEEVSEQDTENKKDE. . . . PKKEEA. . VNEEVPLDLGDELEIE
228 SPD RS09265 WP 001085462.1 K IDGEEVSEQDTENKKDE. . . .PKKEEA. .VNEEVPLDLGDELEIE
194 SPR RS08825 WP 001085462.1 K IDGEEVSEQDTENKKDE. . . .PKKEEA. . VNEEVPLDLGDELEIE
159 SP RS09750 WP 001085462.1 K IDGEEVSEQDTENKKDE. . . .PKKEEA. .VNEEVPLDLGDELEIE
499 SM12261 RS08315 WP 078228268.1 K IDGEEIAES....KKDE....AAQVDS..VNEEVTLDLGDELEIE
527 SMSK321 RS11065 WP 001085454.1 K IDGEEAAES. .. .KKDE....VAQVDS..VNEEVTLDLGDELEIE
408 SMU RS09530 WP 002262392.1 K IEEDNTEEKQSSKEK. .. .... ETDEK. . ADKNLVLELDDTIELE
453 Spy49 1753c ACI62003.1 R LEESEEESAMAVASE. ...... E....... TDDLALDLDNGIEIE
115 BSU 16940 NP 389576.2 Q DNNGVVQQQAEETQEEL .EFE.E. .t vttt e .
625 LCA RS02525 WP 011374196.1 N SDVPEEDLPTTEDE.QI.NILPDDST.....EE............
1313 DR RS12030 WP 010888966.1 MAATRAGNAGEAPALAPAPAAPEAA .EA. o oot e
1245 Cj1673c YP 002345041.1 QNSMEMEGMI. . . .. SGSEDDEGEE . « « o v v e ee e et
1211 C694 RS00795 WP 000963128.1 SNEEI..... MPLPDEPLEEME. . ..o oot et et
1214 NCTC11637 00359 SQJ03206.1 SNEEI..... MPLPDEPLEEME . . o\t vttt e
1334 RAOC RS04870 WP 004918236.1 DT/AMECRBTVREL BN ABIEAKBIEKLQAK . . .« oo e e e e e e e e e e e e e
1389 A4U84 RSO7560 WP 021112712.1 GT/GRINERNIPAVKEAK A ki ADK BB E@INTLESNPNS . . . . . VLKATASDSNDESDVE. .EFSEEEL. ..........
1130 NGFG RS03960 WP 003688695.1  GALGXeXalclemvE VISR i:3o08 S Dl A K BIA L NEMEMHT . . . . . TEGTQDETD. .. ... G..ERPEE.............
1124 NGFG RS03960 WP 003688695.1  GARGReXalclomivEvEBRKIA\ I3t SPAa A KBIA L NEMEMHT . . . . . TEGTQDETD. .. ... G..ERPEE.............
1123 0K783 RS03845 WP 003688695.1  GALGKeXalclmivEvEBRKIA 3Bt SEA A KBIALNEMEMHT . . . . . TEGTQDETD. .. ... G..ERPEE.............
1045472 ACEQ38 RS12690 WP 013213434.1 GDEESEIA(cNCRERARIA I3 A RHEN KWIEHLEMVPMG . . . . . AVVLAEE.VEEE. . .\ oottt
1427 RS RS02760 WP 011000510.1  GERMNERD(CREBIRAYAIHNEARIBEN KWIEHLEMTPVG . . . . . AVTLAEE .VEED . « v vttt e
1165 A1552VC RS01565 WP 000344154.1  GDGREIalcMANINC KEBRKIA i2obiA K TBK KBIEMLLNPENM.. . . . . QLIAETSSAADDVEFG..AVPEEF. ...........
1142 GTF74 RS11550 WP 000344154.1  GDLGReXn[clANINC KEBRKIA\I3ohiA K THBK KBIEMLLNPENM.. . . . . QLIAETSSAADDVEFG. .AVPEEF. ...........
1022 ACIAD RS06390 WP 004925639.1  GNIGHCINERNIV I RESHEIA NS TR A VIBJEQLLTKASD . . . . . QTAA.HDETEEEPDLL....ES.....oouvvu...
1074 ABD1 RS10195 WP 000344167.1 GNLGXeXn[eMINNv I RYMF ENEEIABSERNBIEQLLTTGTN.. . . . . GAVQ.I.EDEEEPDLL....LES.............
1205 PSJM300 05545 AFN77183.1  GSXela(elAIWNA K ESAE ARG QiohiB QI AKLLTSAN . . . .. TKATPVAEDLADADT . o v vov e e e e e

consensus

oo ) eelaserl et e .t

* * % ok X % * %

e Bt By B SRR E B R amBEEY. L DLEDELE I E

387
385
385
385
385
381
381
382
377
348
355
363
343
347
347
343
372
348
348
348
352
352
354
354
349
349
347



logo

LEE

NTDB id 600 KW2 RS01765 WP 011675413.1 C 387
NTDB id 269 KZH43 RS08665 WP 001085462.1 IEE 388
NTDB id 228 SPD RS09265 WP 001085462.1 IEE 388
NTDB id 194 SPR RS08825 WP 001085462.1 IEE 388
NTDB id 159 SP RS09750 WP 001085462.1 IEE 388
NTDB id 499 SM12261 RS08315 WP 078228268.1 IEE 384
NTDB id 527 SMSK321 RS11065 WP 001085454.1 IEE 384
NTDB id 408 SMU RS09530 WP 002262392.1 D.. 383
NTDB id 453 Spy49 1753c ACI62003.1 D.. 378
NTDB id 115 BSU 16940 NP 389576.2 R 348
NTDB id 625 LCA RS02525 WP 011374196.1 C 355
NTDB id 1313 DR RS12030 WP 010888966.1 R 363
NTDB id 1245 Cj1673c YP 002345041.1 Ce 343
NTDB id 1211 C694 RS00795 WP 000963128.1 R 347
NTDB id 1214 NCTC11637 00359 SQJ03206.1 R 347
NTDB id 1334 RAOC RS04870 WP 004918236.1 C 343
NTDB id 1389 A4U84 RS07560 WP 021112712.1 C 372
NTDB id 1130 NGFG RS03960 WP 003688695.1 C 348
NTDB id 1124 NGFG RS03960 WP 003688695.1 - 348
NTDB id 1123 0K783 RS03845 WP 003688695.1 R 348
NTDB id 1045472 ACEQ38 RS12690 WP 013213434.1 ... 352
NTDB id 1427 RS RS02760 WP 011000510.1 R 352
NTDB id 1165 A1552VC RS01565 WP 000344154.1 C 354
NTDB id 1142 GTF74 RS11550 WP 000344154.1 R 354
NTDB id 1022 ACIAD RS06390 WP 004925639.1 R 349
NTDB id 1074 ABD1 RS10195 WP 000344167.1 e 349
NTDB id 1205 PSJM300 05545 AFN77183.1 R 347
consensus

X non conserved
B similar
i >50% conserved



