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NTDB id 1188 NELON RS01755 WP 003772458.1 ........MKAMQKGFTLIELMIVIAIIGILAAIALPAYQDYTVRSKVSEALIAASSPKSALSEAFQTDGITGMTAAAKA 72
NTDB id 1045424 ACEPM1 RS02790 WP 028852632.1 MASKHSRNRRRGQRGFTLIELMIVVAIIGILAALAIPAYQDYTIRSRVIEGLALAGQAKALVVENAANAQSSLSL..... 75
NTDB id 1424 RS RS02795 WP 011000517.1 .MKSMRHLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTVRARVTEGLSLAAQAKALVSENAANAQSDLSV..... 74
NTDB id 1002 ACIAD RS15100 WP 004923779.1 .........MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVAGTPSTA 71
NTDB id 1274 LPP RS09530 WP 011214168.1 ..........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATG 70
NTDB id 1258 GCO85 RS09745 WP 014844212.1 ..........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATG 70
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NTDB id 1188 NELON RS01755 WP 003772458.1 FNKTAAAGGGAGGAAAAGTQHASKYVKSVKVT..EASPWDITVAISATEANGIPTGLDGNTIRLFPLVNK......AVPA 144
NTDB id 1045424 ACEPM1 RS02790 WP 028852632.1 ............GSA...SLPASKNVSALNIDSS...TGEIAVVYA.....SAVTGAGANTLVLTPYSGSSSVFGNLQAG 132
NTDB id 1424 RS RS02795 WP 011000517.1 ............GSS...VFTPTKNVANLTIAGTGTVPGQITVTYT.....TA...AGGGTLALVPTAAG....TALPVS 127
NTDB id 1002 ACIAD RS15100 WP 004923779.1 .......GSSCVGVQEISASNATTNVATATCG..ASSAGQIIVTMD.....TTK..AKGANITLTPT.Y........... 123
NTDB id 1274 LPP RS09530 WP 011214168.1 .......YV.........SPAATPNVASIAIG..A..NGVITITY......TAA..AGGGTIVMTPTLQ........... 111
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .......YV.........SPAATPNVQSIAIG..A..NGVITITY......TAA..AGGGTIIMTPTLQ........... 111
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NTDB id 1188 NELON RS01755 WP 003772458.1 ATSTGAIDWACASAAKETADKRFGTGSGVAVGTLPAKYAPSECK. 188
NTDB id 1045424 ACEPM1 RS02790 WP 028852632.1 STPPAMVLWVCAAAGKSMPVNTV...TQRTTATLPPKYAPSECR. 173
NTDB id 1424 RS RS02795 WP 011000517.1 SAPSGPIMWTCYAQNKAQAASSV...APSGTMSLAAKYAPAECR. 168
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ..ASGAVTWKCTT..................TS.DKKYVPSECRG 147
NTDB id 1274 LPP RS09530 WP 011214168.1 ..ANGDVTWTCTG..................GTLLAKYRPASCRP 136
NTDB id 1258 GCO85 RS09745 WP 014844212.1 ..ANGDVTWTCTG..................GTLLAKYRPASCRP 136
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