
logo MKI F IHLPTWLGDATVMASAPALYGTI
V
K
YEHRFKDNAHQF I LYGSFLAVSTALFKEFPNASKQI I I EENKKLSTRYKQALSLRKETLGKIDLGSFIAS

NTDB id 1045287 ACEN40 RS04385 WP 158334092.1 MKIFIHLPTWLGDAVMASAALYGVYERFKNAHFILYGSLASTALFKEFPNAQIIIEEKKTRYKQALSLRKTLGKIDLGIS 80
NTDB id 1241 Cj1148 YP 002344539.1 MKIFIHLPTWLGDTVMASPALYTIKEHFKDAQFILYGSFVSTALFKEFPNSKIIIENKLSRYKQALSLRKELGKIDLSFA 80
consensus !!!!!!!!!!!!! !!!!*!!! * !*!! !*!!!!!! !!!!!!!!!! !!!! ! *!!!!!!!!!! !!!!!!

logo FRSAFLSSKI I LHI
MLKI

TKQRYFFDNKNYKRFYKEEHQVLKYLYF I ENSLHS IYKAIHNFSKQADLKLPFKLKFQNSPL IVLKRNGKKI LGLNPGA
NTDB id 1045287 ACEN40 RS04385 WP 158334092.1 FRSALSSKIILHMLKIKQRYFFNKYRFKEEHQVLKYLYFIENSLHYKINSQALKLPFKLKFQSPLVLKNGKKILGLNPGA 160
NTDB id 1241 Cj1148 YP 002344539.1 FRSAFSSKIILHILKTKQRYFFDKNKYKEEHQVLKYLYFIENSLSIKAHFKDLKLPFKLKFQNPLILRNGKKILGLNPGA 160
consensus !!!! !!!!!!!*!! !!!!!! ! **!!!!!!!!!!!!!!!!!* ! * !!!!!!!!!! !!*!*!!!!!!!!!!!!

logo SFGSAKRWDANSYFAEKVALNFSKQSTHDE I
VL I FGAGKATEQELCDNE I FYNQI LKEKQNIKVKNLCNKTTIKTLCQNIAFCDI

LF ITNDS
NTDB id 1045287 ACEN40 RS04385 WP 158334092.1 SFGSAKRWDANYFAEVALNFSKTHEVLIFGAGKTEQELCDEIFNILKEKNIKVKNLCNKTTIKTLCQNIAFCDIFITNDS 240
NTDB id 1241 Cj1148 YP 002344539.1 SFGSAKRWDASYFAKVALNFSQSHDILIFGAGKAEQELCNEIYQILKEQNIKVKNLCNKTTIKTLCQNIAFCDLFITNDS 240
consensus !!!!!!!!!! !!! !!!!!! *!**!!!!!!! !!!!! !!**!!!! !!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!

logo GPMHI
LSATVYKVKTVAI FGPTKFTQTSPWQNEKNAKQLAVHLDNLADCMPCMQKI

TCPLKHHKCMKDLKNPEKI
KVI EKKQAKQNI

L
I
L
K
SNSHMI

L

NTDB id 1045287 ACEN40 RS04385 WP 158334092.1 GPMHISTVYKVKTVAIFGPTKFTQTSPWQNKNAQLAHLNLDCMPCMQKICPLKHHKCMKDLNPKIVIKKAQNIISNSMI 319
NTDB id 1241 Cj1148 YP 002344539.1 GPMHLSAVYKVKTVAIFGPTKFTQTSPWQNENAKLVHLDLACMPCMQKTCPLKHHKCMKDLKPEKVIEQAKNLLKNSHL 319
consensus !!!!*! !!!!!!!!!!!!!!!!!!!!!!! !! ! !! ! !!!!!!! !!!!!!!!!!!! ! !! ! !** !!**
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