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NTDB id 1045266 ACEN41 RS02535 WP 158334372.1 ..........MSLKIFAFDAYKPSSDFSSYFDLKHCSVVLNKFFYLNCYDYKLKGTKAIAYKLEAKNLQTKQIKKHPRFE 70
NTDB id 1224 CJE RS02830 WP 011049704.1 MKKLILLPLLSTLAFADYTQYKPSEEFAKYFTKQSCSQVLDKFYYLNCYDYNLKGTKAVAYKLEVDNLKGEQIKKRPRFE 80
NTDB id 1225 CJE RS07175 WP 011049930.1 MKKLIILSLLSTLAFADYTQYKPSEDFAKYFTKQNCSQVLDKFYYINCYDYSLKGTKAVAYRLEADNLKGEQIKKRPRFE 80
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NTDB id 1045266 ACEN41 RS02535 WP 158334372.1 EDTNISKKYRSTYNDYKNTPYTRGHVAPNGSFSFSKAAQNSVFLMSNITPQNAQINNKIWNKIEQRERNLALKFKSIEVL 150
NTDB id 1224 CJE RS02830 WP 011049704.1 DDTNIPKKYRTTWSDYKNSGYDRGHTLSNASMRKTTQAQRSTFLMSNITPQNPQINQRVWNKIEKRERQVASKLGSLEVL 160
NTDB id 1225 CJE RS07175 WP 011049930.1 DDTNIPKKYRTTWSDYKNSGYDRGHTLSNASMRKTTQAQRSTFLMSNITPQNPQINQRVWNKIEKRERQVALKLGSLEVL 160
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logo NLVLNYSDKNNPKQYR IRKKNNQRIA IPSASYTIKI ILKTGDEPYNFKECYQAVPNHDEVHEDNENLIKRHIKYKVIDKNCDNKI
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NTDB id 1045266 ACEN41 RS02535 WP 158334372.1 NLVLYSKNPKYIKKRIAIPSAYIKIIKTPYFKECYQAPNHEVHNENIKHYKINCDKF 207
NTDB id 1224 CJE RS02830 WP 011049704.1 NLVNYDNNPQRIRNQIAIPSSYIKILKGENFKECYQVPNHEVEDENIRKYKIDCDKI 217
NTDB id 1225 CJE RS07175 WP 011049930.1 NLVNYDNNPQRIKNNIAIPSSYTKILKGDNFKECYQVPNHDVENENLRIYKVKCDNF 217
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