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NTDB id 1045117 ACEPST RS11980 WP 203645475.1 MITTIITFIIVFGILVIVHEFGHFYFAKRGGILVREFSIGMGPKLVYHRGKDGTTYTLRLLPVGGYVRMAGAEDDEEEIK 80
NTDB id 323 STU RS10650 WP 011225396.1 .MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIK 79
NTDB id 291 STER RS01205 WP 011680685.1 .MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIK 79
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LPLMENVTGATYDLEDEKLWTI ETGYLEVNLGDEESEVTKRTYPEVADHNDATI IVESEDGTELQR IAPK
NTDB id 1045117 ACEPST RS11980 WP 203645475.1 PGTPVSLYVGDNEQVERINTSKKSTLFNGIPLEVTGTDLEDELWIEGYENGDESEVKRYPVAHNATIIESDGTELQIAPK 160
NTDB id 323 STU RS10650 WP 011225396.1 TGSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGE...TKTYEVDHDATIVEEDGTELRIAPK 156
NTDB id 291 STER RS01205 WP 011680685.1 TGSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGE...TKTYEVDHDATIVEEDGTELRIAPK 156
consensus *!*!*!!**!****!*!!!*!*********!**!!**!!!!*!*!*!***!* *!*!*!*!*!!!*!*!!!!!*!!!!
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NTDB id 1045117 ACEPST RS11980 WP 203645475.1 DVQFQSATLGRRLMTNFAGPMNNILLAIVTFMLMSFVQGGVAMGTNQ.IQVASSPISVAKKAGVQTNDKITAVNGKKTTS 239
NTDB id 323 STU RS10650 WP 011225396.1 DVQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVAN..GGAAQVSGLKTGDAIVAINKDKVTD 234
NTDB id 291 STER RS01205 WP 011680685.1 DVQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVAN..GGAAQVSGLKTGDAIVAINKDKVTD 234
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NTDB id 1045117 ACEPST RS11980 WP 203645475.1 WTDLSNAIQPLAHKKTT.....LTIQRGTTTKHVTVTPAGQKSNGKTVGMIGITQAQDKHIGAILASGFTQTWTMTKALF 314
NTDB id 323 STU RS10650 WP 011225396.1 WDSLKEALRENTQKFSKGDSLSVTVKRSNG.QEETISVKPQKSQG..SYFLGVSPVLKTGLKDKIFGGFQMAWEGATAIL 311
NTDB id 291 STER RS01205 WP 011680685.1 WDSLKEALRENTQKFSKGDSLSVTVKRSNG.QEETISVKPQESQG..SYFLGVSPVLKTGLKDKIFGGFQMAWEGATAIL 311
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MFAQTMTSSAQATSQEYSGALVIGSVI LNDFLLMAGFMLS INLAGIVFNLLIP IPALDGGKI LVLMNFI I EA IRRKPLSNEQNE
NTDB id 1045117 ACEPST RS11980 WP 203645475.1 GALWHMVSGHFSLNDLGGPVAIFATTSQATQYGAVGVLNFLAFLSINLAIVNLLPIPALDGGKILLNFIEAIRRKPLSEN 394
NTDB id 323 STU RS10650 WP 011225396.1 ATLKG.LITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQE 390
NTDB id 291 STER RS01205 WP 011680685.1 ATLKG.LITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQE 390
consensus **!** ****!!!!*!!!!!!*!****!!***!****!*****!!!!!*!*!!*!!!!!!!!!!**!*!!!!!!!!!***
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NTDB id 1045117 ACEPST RS11980 WP 203645475.1 VEAAITLVGVGFLVLLMLLVTWNDIERYFIH 425
NTDB id 323 STU RS10650 WP 011225396.1 IESYITLAGVAVMVVLMIAVTWNDIMRAFF. 420
NTDB id 291 STER RS01205 WP 011680685.1 IESYITLAGVAVMVVLMIAVTWNDIMRAFF. 420
consensus *!**!!!*!!***!*!!**!!!!!!*!*!*
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