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NTDB id 1045083 ACEPSM RS08185 WP 395323103.1 MITTIITFIIVFGILVIVHEFGHFYFAKRGGILVREFSIGMGPKLFYRRGKDGTTYTVRLLPVGGYVRMAGAEDDEDEIK 80
NTDB id 291 STER RS01205 WP 011680685.1 .MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIK 79
NTDB id 323 STU RS10650 WP 011225396.1 .MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIK 79
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NTDB id 1045083 ACEPSM RS08185 WP 395323103.1 PGTPVSLYLGKDDQVERINASKKSTLFNGIPVEITGSDLEDELWIEGYENGDESEVKRYPVAHNATIIETDGTELQIAPK 160
NTDB id 291 STER RS01205 WP 011680685.1 TGSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGE...TKTYEVDHDATIVEEDGTELRIAPK 156
NTDB id 323 STU RS10650 WP 011225396.1 TGSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGE...TKTYEVDHDATIVEEDGTELRIAPK 156
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NTDB id 1045083 ACEPSM RS08185 WP 395323103.1 DVQFQAASLGRRLMTNFAGPMNNIILAIVTFMLMSFVQGGVAMGTNQ.IQVASSPVSIAKKAGIQNNDKILSVNGKQTKD 239
NTDB id 291 STER RS01205 WP 011680685.1 DVQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVAN..GGAAQVSGLKTGDAIVAINKDKVTD 234
NTDB id 323 STU RS10650 WP 011225396.1 DVQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVAN..GGAAQVSGLKTGDAIVAINKDKVTD 234
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NTDB id 1045083 ACEPSM RS08185 WP 395323103.1 WTSLSTAIQPRANKATKV.....VIQRG.STQKTLTLTPKGEQSNGKTVGMIGITQAQNKHIGAILASGFTQTWTMTKAL 313
NTDB id 291 STER RS01205 WP 011680685.1 WDSLKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQES..QG..SYFLGVSPVLKTGLKDKIFGGFQMAWEGATAI 310
NTDB id 323 STU RS10650 WP 011225396.1 WDSLKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQKS..QG..SYFLGVSPVLKTGLKDKIFGGFQMAWEGATAI 310
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MFAQTMTSSAQATSKEFSGLVIGSVI LNDFLLMAGFMLS INLAGIVFNL IP IPALDGGKI LVLMNFI I EA IRRKPLSNEQ
NTDB id 1045083 ACEPSM RS08185 WP 395323103.1 FGALWSMVSGHFSLNDLGGPVAIFATTSQATKFGLVGVLNFLAFLSINLAIVNLIPIPALDGGKILLNFIEAIRRKPLSE 393
NTDB id 291 STER RS01205 WP 011680685.1 LATLKGL.ITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQ 389
NTDB id 323 STU RS10650 WP 011225396.1 LATLKGL.ITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQ 389
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NTDB id 1045083 ACEPSM RS08185 WP 395323103.1 NVEAGITLVGVGFLVILMLLVTWNDIERYFIH 425
NTDB id 291 STER RS01205 WP 011680685.1 EIESYITLAGVAVMVVLMIAVTWNDIMRAFF. 420
NTDB id 323 STU RS10650 WP 011225396.1 EIESYITLAGVAVMVVLMIAVTWNDIMRAFF. 420
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