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NTDB id 1045010 ACEPSN RS07080 WP 375792988.1 THNFSAEVRHYGSAREAAMSSNNVPAVVYDTLVKTVNDHLDSLHQYVNLRKEILGLPELHMYDLYTPITGEPSLSYTYPE 320
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NTDB id 1045010 ACEPSN RS07080 WP 375792988.1 AQQEALKALSVLGPDYVANVQKMFDGRAIDVVENKGKRTGAYSGGMYDTKPYILLNWQDSLESLFTLVHEMGHSMHSHYT 400
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NTDB id 1045010 ACEPSN RS07080 WP 375792988.1 LPIEVMQKAGVDMTKPDYLETAFKTFDDRLAEFSKLARELKK.. 602
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