LA
NTDB id 600 Kw2 RS01765 WP 011675413.1 MATK..... S GSL
NTDB id 269 KZH43 RS08665 WP 001085462.1 CMAK. ... S GSL
NTDB id 228 SPD RS09265 WP 001085462.1 .MAK..... S GSL
NTDB id 194 SPR RS08825 WP 001085462.1 CMAK. .. .. S GSL
NTDB id 159 SP RS09750 WP 001085462.1 .MAK..... S GSL
NTDB id 527 SMSK321 RS11065 WP 001085454.1 CMAK. . ... S GSL
NTDB id 499 SM12261 RS08315 WP 078228268.1 CMAK. ... S GSL
NTDB id 453 Spy49 1753c ACI62003.1 .MAK..... S GSL
NTDB id 408 SMU RS09530 WP 002262392.1 CMAK. . ... S GSL
NTDB id 115 BSU 16940 NP 389576.2 ... ... GSL
NTDB id 1044951 ACEPSQ RS04305 WP 395345568.1 .................... GSL
NTDB id 625 LCA RS02525 WP 011374196.1 S GSL
NTDB id 1313 DR RS12030 WP 010888966.1 S GSLELD
NTDB id 1245 Cj1673c YP 002345041.1 GS
NTDB id 1211 C694 RS00795 WP 000963128.1 S GSL
NTDB id 1214 NCTC11637 00359 SQJ03206.1 S GSL
NTDB id 1334 RAOC RS04870 WP 004918236.1 ig GSL
NTDB id 1389 A4U84 RS07560 WP 021112712.1 S GSL
NTDB id 1130 NGFG RS03960 WP 003688695.1 S GSL
NTDB id 1124 NGFG RS03960 WP 003688695.1 S GSL
NTDB id 1123 0K783 RS03845 WP 003688695.1 S GSL
NTDB id 1427 RS RS02760 WP 011000510.1 . S GSL
NTDB id 1165 A1552VC RS01565 WP 000344154.1  .................... IMRLG S GSLBJLD
NTDB id 1142 GTF74 RS11550 WP 000344154.1 . ....... . ... ... ..... IMRLG S GSLEJLD
NTDB id 1022 ACIAD RS06390 WP 004925639.1 .................... S GSLMLD
NTDB id 1074 ABD1 RS10195 WP 000344167.1 .................... S GSLYLD
NTDB id 1205 PSJM300 05545 AFN77183.1 ... .. ... i, S GSL LD
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EIYGPESSGKTT E 154
EIYGPESSGKTT AfNAQKEGCHIAAF TDAEHALDPRY AIN\ LG VN SQPD GEQ 153
EIYGPESSGKTT ANJAQKEGGIAAF IDAEHALDPIY AIALG VN SQPD GEQ 153
EIYGPESSGKTT AfHQkEccAAF TDAEHALDPIAY AINNL GV N SQPD GEQ 153
EIYGPESSGKTT ANAQkEcGIAAF IDAEHALDPY AIVALGVN SQPD GEQ 153
EIYGPESSGKTT ANk ciAAF IDAEHALDPIAY AINNL GV N SQPD GEQ 153
EIYGPESSGKTT ANHQkEGCHIAAF TDAEHALDPIY AlN\ LG VN SQPD GEQ 153
EIYGPESSGKTT AlQkEcciAAF TDAEHALDPIAY AINNL GV N QPD GEQ 153
EIYGPESSGKTT AlNHQxMcciAAFIDAEHALDPIAY AINNL GV N SQPD GEQ 153
E YGPESSGKTT ARYQENGGMNAAF IDAEHALDPYYY ANSLGVN SQPD GEQ 138
EIYGPESSGKTT ARNIQKIG A IDAEWALDPAYATALGVN SQPD GEQ 139
EIYGPESSGKTT ARQKMGGHAA IDAENA DPISYARNLGVN SQPD GEQ 140
BEIYGPESEGKTT SQPDJGEQ 152
EIYGPESSGKTT fi SQPDJGEQ 139
EIYGPESSGKTT AIQKINGG®AF IDAEHALDYfIY ASHLGV | [LL SQPD GEQ 141
EIYGPESSGKTT AP®QKNGG)f€AF IDAEHALDIY ARSILGV Jy BILL SQPD GEQ 141
EIYGPESSGKTT APPAQKYGGIWNAF TDAEHAGDUGIY AIRSLG N EL  SQPDJGEQ 148
EIYGPESSGKTT T| SQPDRGEQ 156

I

NTDB id 600 KW2 RS01765 WP 011675413.1
NTDB id 269 KZH43 RS08665 WP 001085462.1
NTDB id 228 SPD RS09265 WP 001085462.1
NTDB id 194 SPR RS08825 WP 001085462.1
NTDB id 159 SP RS09750 WP 001085462.1

NTDB id 527 SMSK321 RS11065 WP 001085454.1
NTDB id 499 SM12261 RS08315 WP 078228268.1
NTDB id 453 Spy49 1753c ACI62003.1

NTDB id 408 SMU RS09530 WP 002262392.1
NTDB id 115 BSU 16940 NP 389576.2

NTDB id 1044951 ACEPSQ RS04305 WP 395345568.1
NTDB id 625 LCA RS02525 WP 011374196.1
NTDB id 1313 DR RS12030 WP 010888966.1
NTDB id 1245 Cj1673c YP 002345041.1

NTDB id 1211 C694 RS00795 WP 000963128.1
NTDB id 1214 NCTC11637 00359 SQJ03206.1
NTDB id 1334 RAOC RS04870 WP 004918236.1
NTDB id 1389 A4U84 RS07560 WP 021112712.1

I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I

NTDB id 1130 NGFG RS03960 WP 003688695.1 EI GPESSGKTT UCAF DAEHARDPUYARISLGV]Y ELM SQPD GEQ 140
NTDB id 1124 NGFG RS03960 WP 003688695.1 EI GPESSGKTT UEAF DAEHARDPWUYAIBNLGVIY ELM SQPD GEQ 140
NTDB id 1123 OK783 RS03845 WP 003688695.1 EI GPESSGKTT UEGAF DAEHAIJDPNYABRISLGV]S ELM SQPD GEQ 140
NTDB id 1427 RS RS02760 WP 011000510.1 EIYGPESSGKTT INYAFIDAEHALDIENY ASLGV)Y [§ LL SQPD GEQ 148

NTDB id 1165 A1552VC RS01565 WP 000344154.1
NTDB id 1142 GTF74 RS11550 WP 000344154.1
NTDB id 1022 ACIAD RS06390 WP 004925639.1
NTDB id 1074 ABD1 RS10195 WP 000344167.1
NTDB id 1205 PSJM300 05545 AFN77183.1
consensus

EI GPESSGKTT IYNSAF IDAEHALDPYYAJSMLGVN DELL SQPD GEQ 139
EI GPESSGKTT YNSAFIDAEHALDPWYYAJQMLGVN DELL SQPD GEQ 139
EIYGPESSGKTT INGAFIDAEHALDPNYAJASLGV DILL SQPDBIGEQ 139

NLL SQPDRNGEQ 139

EIYGPESSGKTT (S8AFIDAEHALDPNYARMMLGV D
EIYGPESSGKTT SQPD GEQ 139
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NTDB id 600 KW2 RS01765 WP 011675413.1
NTDB id 269 KZH43 RS08665 WP 001085462.1
NTDB id 228 SPD RS09265 WP 001085462.1
NTDB id 194 SPR RS08825 WP 001085462.1
NTDB id 159 SP RS09750 WP 001085462.1
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G MGDSEVGLQAR . 233
GDHMGDSHVGLQAR . 232
GDMGDSHVGLQAR . 232
GDHMGDSHVGLQAR . 232
GDMGDSHVGLQAR . 232

NTDB id 527 SMSK321 RS11065 WP 001085454.1 VVVDSVAALVP GDMGDSHVGLQAR . 232
NTDB id 499 SM12261 RS08315 WP 078228268.1 VVVDSVAALVP GDMGDSHVGLQAR 232
NTDB id 453 Spy49 1753c ACI62003.1 VVVDSVAALVP GDMGDSHVGLQAR 232
NTDB id 408 SMU RS09530 WP 002262392.1 VVVDSVAALVP GDHMGDSHVGLQAR 232
NTDB id 115 BSU 16940 NP 389576.2 VVVDSVAALVP GDMGDSHVGLQAR 217
NTDB id 1044951 ACEPSQ RS04305 WP 395345568.1 JAAMEANV IR G MGD HVGLQAR 218
NTDB id 625 LCA RS02525 WP 011374196.1 VVDSVAALVP G MGD HVGLQAR 219
NTDB id 1313 DR RS12030 WP 010888966.1 VVVDSVAALQYP GDMGDSIHIGLQAR 231
NTDB id 1245 Cj1673c YP 002345041.1 VVDSVAALP GDMGD[NHVGLQAR 219
NTDB id 1211 C694 RS00795 WP 000963128.1 VVVDSVAALP GDMGD[NHVGLQAR 221
NTDB id 1214 NCTC11637 00359 SQJ03206.1 VVVDSVAALNP GDMGDNHVGLQAR 221
NTDB id 1334 RAOC RS04870 WP 004918236.1 VVVDSVAALNP GDMGDS  GLEIAR 227
NTDB id 1389 A4U84 RS07560 WP 021112712.1 VDSVAALYP GDMGDSH GLQAR 235
NTDB id 1130 NGFG RS03960 WP 003688695.1 VVVDSVAALVP GDMGDSHVGLQAR 219
NTDB id 1124 NGFG RS03960 WP 003688695.1 VVVDSVAALVP GDMGDSHVGLQAR 219
NTDB id 1123 OK783 RS03845 WP 003688695.1 VVVDSVAALVP GDMGDSHVGLQAR 219
NTDB id 1427 RS RS02760 WP 011000510.1 V DSVAALVP MGD [WEGLQAR 227
NTDB id 1165 A1552VC RS01565 WP 000344154.1 VVDSVAALJNP MGDSH GLQAR 218
NTDB id 1142 GTF74 RS11550 WP 000344154.1 VVDSVAALP MGDSH GLQAR 218
NTDB id 1022 ACIAD RS06390 WP 004925639.1 VVDSVAALJYP MGDSH GLQAR 218
NTDB id 1074 ABD1 RS10195 WP 000344167.1 VVDSVAALP MGDSH GLQAR 218
NTDB id 1205 PSJM300 05545 AFN77183.1 VDSVAALVP MGD HVGLQAR 218
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NTDB id 600 KW2 RS01765 WP 011675413.1 GSTKIEEGS. KVVKNKVAPPF IM GEGISEMIGEL N 312
NTDB id 269 KZH43 RS08665 WP 001085462.1 IIGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 228 SPD RS09265 WP 001085462.1 MIGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 194 SPR RS08825 WP 001085462.1 IIGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 159 SP RS09750 WP 001085462.1 BIGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 527 SMSK321 RS11065 WP 001085454.1 IIGSTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 499 SM12261 RS08315 WP 078228268.1 IIGSTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 453 Spy49 1753c ACI62003.1 MIGTTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 408 SMU RS09530 WP 002262392.1 IGNTQIKGTG. KVVKNKVAPPF IYGEGIS K 311
NTDB id 115 BSU 16940 NP 389576.2 BRAEQLKQGN. . ... KVVKNKVAPPF IMYGEGIS D 292
NTDB id 1044951 ACEPSQ RS04305 WP 395345568.1 IMRIAEQIKDGT. .. .. KVVKNKVAPF D 293
NTDB id 625 LCA RS02525 WP 011374196.1 IMRIAETIKNGT. .. .. KVVKNKVAPPF D 294
NTDB id 1313 DR RS12030 WP 010888966.1 R .PTKVGNDA KVKNKVAPF G 307
NTDB id 1245 Cj1673c YP 002345041.1 R .L.KQNEEP KVVKNKVAPPF 294
NTDB id 1211 C694 RS00795 WP 000963128.1 R .L.KQNEQH INKVVKNKVAPPF IM GEGIS 296
NTDB id 1214 NCTC11637 00359 SQJ03206.1 R .L.KQNEQH INKVVKNKVAPPF IM GEGIS 296
NTDB id 1334 RAOC RS04870 WP 004918236.1 R SLSDTGKIKDKSGEV KVVKNKVAPPF IMYGEG S 307
NTDB id 1389 A4U84 RS07560 WP 021112712.1 RCGV....V.KDGBEI KVVKNKVAPPF IMYGEGIS 310
NTDB id 1130 NGFG RS03960 WP 003688695.1 RITGS. .. .I.KKGEEV KV KNKVAPPF 294
NTDB id 1124 NGFG RS03960 WP 003688695.1 IRTGS. .. .I.KKGEEV KV KNKVAPPF 294
NTDB id 1123 0K783 RS03845 WP 003688695.1 R .. I.KKG| KV KNKVAPPF 294
NTDB id 1427 RS RS02760 WP 011000510.1 R .. I.KKG KVVKNKVAPPF 302
NTDB id 1165 A1552VC RS01565 WP 000344154.1 R .. I1.KEG KVVKNK APF 293
NTDB id 1142 GTF74 RS11550 WP 000344154.1 R .. I1.KEG KVVKNK ARPF 293
NTDB id 1022 ACIAD RS06390 WP 004925639.1 R . .V.KEG KVVKNK APPF 293
NTDB id 1074 ABD1 RS10195 WP 000344167.1 R .. V.KEG KVVKNK APPF 293
NTDB id 1205 PSJM300 05545 AFN77183.1 R ...V.KEG KVVKNKVAPPF 293
consensus * 11 * 1ok koookoksk Do DL Dk % Fokck Dok Dokokok ko * korok b Dookoskok |
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DEKL Q REL Lﬁfﬁ A lAQ IR B et B rotsoeBE B, v ieEre e
NTDB id 600 KW2 RS01765 WP 011675413.1 N F LDDSEVAETEEETT. ... ASKTKAK..... AKKEEKAVETE. .
NTDB id 269 KZH43 RS08665 WP 001085462.1 K IDGEEVSEQDTENK. .. . KBS&......... PKKEEA. .VNE. .
NTDB id 228 SPD RS09265 WP 001085462.1 K IDGEEVSEQDTENK. .. . KBS&......... PKKEEA. .VNE. .
NTDB id 194 SPR RS08825 WP 001085462.1 K IDGEEVSEQDTENK. .. . KB#&......... PKKEEA. .VNE.
NTDB id 159 SP RS09750 WP 001085462.1 K IDGEEVSEQDTENK. .. . KBS&......... PKKEEA. .VNE
NTDB id 527 SMSK321 RS11065 WP 001085454.1 K IDGEEAAE....SK... . KBH......... VAQVDS. .VNE
NTDB id 499 SM12261 RS08315 WP 078228268.1 K IDGEEIAE....SK....Kp#&......... AAQVDS. .VNE.
NTDB id 453 Spy49 1753c ACI62003.1 R LEESEEESAMAVAS. .. .E............E....... TD.
NTDB id 408 SMU RS09530 WP 002262392.1 K IEEDNTEEKQSSKE. .. K- .......... ETDEK. .ADK.
NTDB id 115 BSU 16940 NP 389576.2 Q DNNGVVQQQAEET. .. .. QEELEFEE. .. ... . ...
NTDB id 1044951 ACEPSQ RS04305 WP 395345568.1 K NVDGDEAPAPKKDD. .. .ATKTDATKDASKSKKDGKKPATQQSEL
NTDB id 625 LCA RS02525 WP 011374196.1 SE N SDVPEEDLPTTEDE. .. .QINI.LPDDSTEE..............
NTDB id 1313 DR RS12030 WP 010888966.1 MAAIR,AGNAGEAPALAPAPAAPEAA Ao

NTDB id 1245 Cj1673c YP 002345041.1 QNSMEMEGMI. . ... SGSEDD. .EG
NTDB id 1211 C694 RS00795 WP 000963128.1 ESIESNEET..... MPLPDE. .PL|
NTDB id 1214 NCTC11637 00359 SQJ03206.1 SNEEI..... MPLPDE. .PL|

NTDB id 1334 RAOC RS04870 WP 004918236.1

NTDB id 1389 A4U84 RS07560 WP 021112712.1 = GTRENERIGENWVAVKISRKIANSHIABDKEE(OEWANTLASNPNS . . . . . VLKATASDSNBESDVEEF. .. .. SE
NTDB id 1130 NGFG RS03960 WP 003688695.1 GARQECnIe O VIR VIRRK|SAN| SN SEINED A KINHA L NEMEMHT . . . . . TEGTQDETDGER. .......... PE
NTDB id 1124 NGFG RS03960 WP 003688695.1 GAJQNEINICIERN VIR VN KN NN SEINEA KINAA L NEMEMHT . . . . . TEGTQDETDGER. .......... PE
NTDB id 1123 O0K783 RS03845 WP 003688695.1 GARQNERIe O\ VIR VISRKIAN| IR SEINED A KINHALNEMEMHT . . . . . TEGTQDETDGER. .......... PE
NTDB id 1427 RS RS02760 WP 011000510.1 GERMSCNERICREBARINN AJSEARNSEN KMAEHLEMTPMG . . . . . AVTLA.EEVE

NTDB id 1165 A1552VC RS01565 WP 000344154.1 = GDi@NeRIeANNCKSRKIANISBIAK TEBKKIWAEMLLNPENM. . . . . QLIAETSSAABBIVEFGAV. .. .. PE
NTDB id 1142 GTF74 RS11550 WP 000344154.1 = GDNQEER[EIGANVNC KESRKIANIDNIAK TEBK KAEMLLNPENM. . . . . QLIAETSSAABBIVEFGAV. .. .. PE
NTDB id 1022 ACIAD RS06390 WP 004925639.1 = GNEQEERIEIN)NV I RESHE)NN|ZENNS TINeSA VIRREQLLTKASD . . . . . QTAA .HDETEEEPDLL....... ES
NTDB id 1074 ABD1 RS10195 WP 000344167.1 = GNREQEGRIEGEN)NVIRMFEANNGRIABNSERNAEQLLTTGTN. . . . . GAVQ.I.EDEESPDLL....... LE

NTDB id 1205 PSJM300 05545 AFN77183.1
consensus
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600
269
228
194
159
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1044951 ACEPSQ RS04305 WP 395345568.1
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KW2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1

SPR RS08825 WP 001085462.1

SP RS09750 WP 001085462.1
SMSK321 RS11065 WP 001085454.1
SM12261 RS08315 WP 078228268.1
Spy49 1753c ACI62003.1

SMU RS09530 WP 002262392.1

BSU 16940 NP 389576.2

LCA RS02525 WP 011374196.1
DR RS12030 WP 010888966.1
Cj1673c YP 002345041.1
C694 RS00795 WP 000963128.1
NCTC11637 00359 SQJ03206.1
RAOC RS04870 WP 004918236.1
A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1
RS RS02760 WP 011000510.1
A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1
ACIAD RS06390 WP 004925639.1
ABD1 RS10195 WP 000344167.1
PSJM300 05545 AFN77183.1
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X non conserved
B similar
il >50% conserved
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