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INQRTVMVLVGRLTKRDVPEDLRYTNPSANSGAAVGAHTVFSTMVLAVNRSTQFKTNQANQSGDE I

READYFVINCTVLTIWRRKAQSTAENTVFSALNYFCLTHQKKGSLAVGVSDGR I
LQTR

NTDB id 1044927 ACEPSY RS03250 WP 057784112.1 MINRTVLVGRLTRDPDLRYTNSGAAVATFTVAVNRQFTNAQGEREADFINCVIWRKAAENFSNFTHKGSLVGVDGRIQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 112 BSU 36310 NP 391512.2 MFNQVMLVGRLTKDPDLRYTSAGAAVAHVTLAVNRSFKNASGEIEADYVNCTLWRKTAENTALYCQKGSLVGVSGRIQTR 80
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SYENEQEQGQVNRVFYVTEVLQVAVDESTNFVQRSFLMLDEPSKRANPTGQRTEGSTGKEASQRQGQDQGAGDNSGQTNGYFHNDESGNANQPSGNQSGSGQNQGSGNQPYFDGAGGQGNDSNPTNSNNFGSTGQSNPSSQNQSTNQGNRSRANPSAQSGASN

NTDB id 1044927 ACEPSY RS03250 WP 057784112.1 SYENQQGVRVYVTEVVVENFSLLESRAQSEQRQQQGGNTGFHDNAPQSSGNSNPFDAGQGSNTNSNNSQSSSNGSASSAS 160
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNGSQQSG.............FTSPQQTGNAPAAN 147
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGS.....GSGGYNEGNSGG...GQYFGGGQNDNP...FGGNQNNQRRNQGN 149
NTDB id 112 BSU 36310 NP 391512.2 SYENEEGVNVYVTEVLADTVRFMDPKPREKA.....AD.......................................... 113
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NDPFADNDNGEKQAPQIDI SDDDLPF

NTDB id 1044927 ACEPSY RS03250 WP 057784112.1 SNPNDPFADNGEQIDISDDDLPF 183
NTDB id 624 LCA RS00040 WP 011373726.1 NTQADPFANNGQAIDISDDDLPF 170
NTDB id 113 BSU 40900 NP 391970.1 SFNDDPFANDGKPIDISDDDLPF 172
NTDB id 112 BSU 36310 NP 391512.2 ....................... 113
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