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NTDB id 1044782 ACCB35 RS15420 WP 374054384.1 MLNSKTRWLMTESDQHKISELANELKVPSLVAKLLINRDLDDVEEARNFLFDTGDSFHDPFLFEDMKKATERIHKAIENG 80
NTDB id 354 BSU 27620 NP 390640.1 MLASKMRWEIQRPDQDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQAISQQ 80
consensus !! !! !! * *!!*!* ! !****!!! !!* ! ! ! !! !!* !*!!! !! ! *!!* !! *
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NTDB id 1044782 ACCB35 RS15420 WP 374054384.1 ERILVYGDYDADGVSSTSVLMTVLRDLGADVEFYIPNRFSEGYGPNEGAFRWAKDEEFTLIITVDTGISAVNEARLAKEL 160
NTDB id 354 BSU 27620 NP 390640.1 EKIMIYGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAVHEAKVAKEL 160
consensus !*!**!!!!!!!!!*!!!!*** ! ! ! !*!!!! !! !!!!!!! !!! !* !*!!!!!!!!! !!*!!**!!!!
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NTDB id 1044782 ACCB35 RS15420 WP 374054384.1 EIDLIITDHHEPGPELPPAFALIHPKVEGTTYPFGELAGVGVAFKLAHALYGELPVHLLDLAAIGTIADLVPLRGENRLL 240
NTDB id 354 BSU 27620 NP 390640.1 GLDVIITDHHEPGPELPDVRAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRLI 240
consensus *!*!!!!!!!!!!!!!* !**!!! *!*!!!! !!!!!!!!!!!!!!! !!!! *!!!!!!!!!!!!!!!!* !!!!*
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NTDB id 1044782 ACCB35 RS15420 WP 374054384.1 AKRGIENLRVSNRLGIKALCRIANSHQHEITEESIGFMIAPRINAVGRLGDADPAVDLMLTEDAEEAKALAEEIDSLNKE 320
NTDB id 354 BSU 27620 NP 390640.1 ATLGLERLRRTNRLGLKELIKLSGGDIGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSEDSFEAEELAAEIDQLNKE 320
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logo RQAKI
MVSKQMTDEEAI

VEMVENQDQFGPLLNDNQRTAI
LV I

V
A
GKAEGWNPGVVGIVASKRLVDKRFYRPATIVLGS IYDESEKGI

TAKGSARS IARGFDNLF
NTDB id 1044782 ACCB35 RS15420 WP 374054384.1 RQAIVSQMTEEAVEMVENDFPLNDNRALVIGKEGWNPGVVGIVASRLVDKFYRPTIVLSYDSEKGTAKGSARSIAGFDLF 400
NTDB id 354 BSU 27620 NP 390640.1 RQKMVSKMTDEAIEMVEQQG..LDQTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARSIRGFNLF 398
consensus !! *!! !!*!!*!!!!* ** !* !*!**! !!!!!!!!!!!!*!!!*!!!! !!! ! !!! !!!!!!!! !! !!
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NTDB id 1044782 ACCB35 RS15420 WP 374054384.1 KNLSTCRDILPHFGGHPMAAGMTLQLADVAQFRDRLNELACTELTEEDFIPVTQLDASVTVDEISVESIEKLQLLAPFGM 480
NTDB id 354 BSU 27620 NP 390640.1 ESLSECRDILPHFGGHPMAAGMTLKAEDVPDLRSRLNEIADNTLTEEDFIPVQEVDLVCGVEDITVESIAEMNMLSPFGM 478
consensus !! !!!!!!!!!!!!!!!!!!! !!* ! !!!!*!* !!!!!!!!! *! * !**!*!!!! ***! !!!!
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NTDB id 1044782 ACCB35 RS15420 WP 374054384.1 HNPKPKWIIDSVSIEHYKKIGSAQNHLKLVLEDKGVQLDGVGFGLGELADHMTPFSNASVIGELSINEWNNRKKPQIFLH 560
NTDB id 354 BSU 27620 NP 390640.1 LNPKPHVLVENAVLEDVRKIGANKTHVKMTIRNESSQLDCVGFNKGELQEGIVPGSRISIVGEMSINEWNNRKKPQLMIK 558
consensus *!!!!* *** *!* *!!! !*!* * !!!*!!! !!! *** ! ! !**!!*!!!!!!!!!!!!* **
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NTDB id 1044782 ACCB35 RS15420 WP 374054384.1 DVKIEHWQLFDVRGIKQVHKWNGLIPEENKKVICFNRATLEKLSLE..NDEVILLEDGPSLEGLVTDNASLVLLDLPTSK 638
NTDB id 354 BSU 27620 NP 390640.1 DAAVSEWQLFDLRGKRTWEDTVSALPSAKRAIVSFKEDSTTLLQTEDLRREVHVISSKDQAKAFDLDGAYIVLLDPPPSL 638
consensus ! * *!!!!!*!! * * *! * ***! * ! !** !!*** * * ! ! *!!!!*!*!
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NTDB id 1044782 ACCB35 RS15420 WP 374054384.1 TILEELLKKGRPHRIYAHFFQEEDHFFSTMPTRDHFKWYYGFLTKRGSFDLNKHGDDLAKYKGWSKETIDFMSQVFFDLK 718
NTDB id 354 BSU 27620 NP 390640.1 DMLARLLEGKAPERIYFIFLNHEDHFLSTFPARDHFKWYYAFLLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFFDLG 718
consensus *! !! !*!!! *! **!!!! !! ! !!!!!!!!*!! !!! !!* !!! *!!!*!!!! !!! !!* !!!!!
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NTDB id 1044782 ACCB35 RS15420 WP 374054384.1 FVTIVNGFISLNPEKTKKDLSESLTYQKKQQQYELENELLYSSYQELKTWFNERIEESVTIEEEVKAWT 787
NTDB id 354 BSU 27620 NP 390640.1 FVKIENGVLSVVSGAKKRDLTDSQTYQAKQQLMELDQKLNYSSAEELKEWLNKLMKQDSEAYESTRRT. 786
consensus !! ! !! *!* * !*!!**! !!! !!! !!** ! !!! !!! ! ! * ! * *
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