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NTDB id 1044781 ACCB35 RS15315 WP 374054370.1 MSQQDSLKLFGDEEIYIKGRHLVTIFHNEENLYTVVRIRVDETNDSYEDKEAVVTGHFPKIHEDETYVFYGRFQEHPKFG 80
NTDB id 355 BSU 27480 NP 390625.1 .MQQHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKFG 79
consensus * !!** ! *!!*!*!! * !*!!* !!!!!****! !! * !!! !!!*!! **!*!!! !!!* !!!!!
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NTDB id 1044781 ACCB35 RS15315 WP 374054370.1 MQFHAKHFKKEIPQSTQGVVHYLSSDLFKGIGKKTAEKIVEHIGENAITKILENPSLLDEIPKLPKEKAKSIYDTLSEHQ 160
NTDB id 355 BSU 27480 NP 390625.1 LQFQAEHFKKEIPTTKEGIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQRHQ 159
consensus *!!*! !!!!!!! * !***!!!!!!! !!!!!!!! !! **!* !! !!! *!*! **!*!*! !! ** ! !!
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NTDB id 1044781 ACCB35 RS15315 WP 374054370.1 GLERVMIMLNDLGFGPQISMKVYQAYKEQALEIIQNNPYKLVEDIEGIGFTRADEIGSKIGLTGSHPDRIKAGCLYTLEQ 240
NTDB id 355 BSU 27480 NP 390625.1 GLEQIMISLNQFGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTLET 239
consensus !!! *!! !! !!!!!*!!!*!!!! !! !! !!! !! !*!!!!! *!!!*!!**!!*! !!*!*!!**!!!!!
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NTDB id 1044781 ACCB35 RS15315 WP 374054370.1 TCVKQGHVYLEAEELIVTVKELLEKSQPEKVDYTEI..SSQLVSLEEEGKVIGEGTKVYVPSLYFSEKGIVTNIEKILSQ 318
NTDB id 355 BSU 27480 NP 390625.1 TCLSEGHTYIETEQLIIDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIASQ 319
consensus !!* !! !*! ! !!* !! ! *! !!*** ** ! ! ** ! **! !!!** ! * * *! !!

logo TEQYEKDNQFPEQSEFLLASLGAELEDERLMDGVQYAPSQKEAI EQKTALMSSPMLLLTGGPGTGKTTVIQRGIVELFYAGDELHGCVSLDPKSADYKK
NTDB id 1044781 ACCB35 RS15315 WP 374054370.1 TQYKDQFPQSEFLLSLGALEDRLGVQYAPSQKEAIETALMSPMLLLTGGPGTGKTTVIQGIVELFADLHGCSLDPKDYK. 397
NTDB id 355 BSU 27480 NP 390625.1 TEYENQFPESEFLLALGELEERMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYKK 399
consensus ! ! !!! !!!!! !! !!*!* !!!!!!!!!!! !! !!!!!!!!!!!!!!!!!! !!!!!***!!!*!!!! !!*
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NTDB id 1044781 ACCB35 RS15315 WP 374054370.1 DEPFPVLLTAPTGRAAKRMTESTGLPAMTIHRLLGWNGQEGFKSDEERAIEGKLLIVDEVSMVDTWLAHQLLKALPDDIQ 477
NTDB id 355 BSU 27480 NP 390625.1 DEAFPIVLAAPTGRAAKRMSESTGLPAVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDHIQ 479
consensus !!*!!**! !!!!!!!!!!*!!!!!!!*!!!!!!!!!! !!! * !* *!!!!!!!*!! !!*! !!!**! !!*!!*!!
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NTDB id 1044781 ACCB35 RS15315 WP 374054370.1 VILVGDEDQLPSVGPGQVLKDLLKSEVVPTVRLTDIYRQEEGSSIIELAHYMKRGQVPADLTRQQKDRSFFPCRTNQISE 557
NTDB id 355 BSU 27480 NP 390625.1 IIIVGDEDQLPSVGPGQVLRDLLASQVIPTVRLTDIYRQAEGSSIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQIKE 559
consensus *!*!!!!!!!!!!!!!!!!*!!! ! !*!!!!!!!!!!! !!!!!*!!!! !! ! *! !! * !!!!! *! !! !
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NTDB id 1044781 ACCB35 RS15315 WP 374054370.1 VVQKVVENAKKKGYSPKDIQVLAPMYRGPAGIDRLNELLQEIFNSNDGTRKEIAFGDVKYRIGDKVLQLVNQPENNVFNG 637
NTDB id 355 BSU 27480 NP 390625.1 VVEKVVANALKKGYTAKDIQVLAPMYRGKAGINELNVMLQDILNPPKEKRRELKFGDVVYRTGDKILQLVNQPENNVFNG 639
consensus !! !!! !! !!!!**!!!!!!!!!!!!*!!! !! *!!*! !** !*!* !!!! !! !!!*!!!!!!!!!!!!!!
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NTDB id 1044781 ACCB35 RS15315 WP 374054370.1 DIGEVVSIFYAKENTEKQDMIIVSYEGNEVTYTRQDLMQITHAYCCSIHKSQGSEFPIVILPVVKSYYRMLRRNLLYTAI 717
NTDB id 355 BSU 27480 NP 390625.1 DIGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFNQFTHAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYTAI 719
consensus !!!!* !!!!!!!!!!! !! *!!**!!!*!*!* ! ! !!!!!!!!!!!!!!!!!!!*!!!!! !!!!!!!!!!!!!!
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NTDB id 1044781 ACCB35 RS15315 WP 374054370.1 TRSKQFLILCGELDAFTLGVEREDDFLRKTTLSEKLRNLTAAEADVISSSDEDLPIEELLLNEDPMIGMDGISPYDFMNA 797
NTDB id 355 BSU 27480 NP 390625.1 TRAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQVEEMDAEL....EALQKELPFSVHDANIGMEGITPFDFMKE 795
consensus !! ! !!!!!!! *! !! ! *! !*! *! *****! !* ! * *!* !!!*!!*!*!!!
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NTDB id 1044781 ACCB35 RS15315 WP 374054370.1 ... 797
NTDB id 355 BSU 27480 NP 390625.1 EQQ 798
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