
logo MLAQELS IKNFAI I EESLSTLVSFEERGLTVLSTGETGAGKS I I IDA IHSLLVGGRGSSEFYVRHYGEAKKAE I
LEGLF ILLDENSEGTHPCVI

L
E
G
K
V

NTDB id 1044777 ACCB35 RS14405 WP 374054266.1 MLQELSIKNFAIIESLSLSFEEGLTVLSGETGAGKSIIIDAIHLLVGGRGSSEYVRHGEKKAEIEGLFILDNETHPCIEK 80
NTDB id 352 BSU 24240 NP 390304.2 MLAELSIKNFAIIEELTVSFERGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRYGEAKAELEGLFLLES.GHPVLGV 79
consensus !! !!!!!!!!!!! !**!!! !!!!!*!!!!!!!!!!!!!!*!!!!!!!!!!*!!*!! !!!*!!!!*!* * !!**

logo

A
CAESFQGIDE I

V
E
S
D
E
E
GMI IVLMRRDI SSTSGKSVCR I

VNGKLVTIA I
S
L
MRE IGARLSL ILDIHGQHDEHNQELLMENDESLNHLQSLLDKQFAGGAKE I

V
A
ESAGL

NTDB id 1044777 ACCB35 RS14405 WP 374054266.1 AASFGIEIEEGMIILRRDISSSGKSVCRINGKLVTIAIMREIGASLIDIHGQHEHQELMNDSLHLSLLDQFGGKEIASGL 160
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NTDB id 1044777 ACCB35 RS14405 WP 374054266.1 KSGENES..F.....SFQHFKKDGWDTVEFYISTNPGEPLKPLSKVASGGELSRIMLAMKTIFSKHQGITSIIFDEVDTG 473
NTDB id 352 BSU 24240 NP 390304.2 VRTASRNEEAPLVNGQPVQLTEQGIDLVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDTG 479
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