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NTDB id 1044769 ACCB35 RS07760 WP 374056431.1 MSKDTAVKSLPGRKEVEEKLTWRLEDIFENDEAWEKEYKEIKELTGNADEFKGTLGESADQLYKAFAFQDEIMERMGKVY 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ........MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIY 72
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logo

T
VYASHSMKRNYDQDTTNVGSLYYQEGLYDQADKRAKSNSLYSTQLGSESAKFAYFLEVPEFVLMAS ILDEDEKSKLAQEGFKLDEKQEKEPEGLGKKLYDKHAYFLEER I

L
L
N
A
L
N
Q
K
R
D
PHVLSAQE

NTDB id 1044769 ACCB35 RS07760 WP 374056431.1 TYSHMRYDQDTTNSYYQGLDDRAKSLYTQLGSKFAYLVPEVLSIEESKLQGFLDKKEELKKYKHALEEINLQRPHVLSAE 160
NTDB id 480 HSISS4 RS02090 WP 002890133.1 VYASMKNDQDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQE 152
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NTDB id 1044769 ACCB35 RS07760 WP 374056431.1 EEALLAQASEVFSAASNTFGMLNNADLEFPSIKDENGEEVDITHGRFIRFLESGDRRVREEAFKKVYETYGKFENTFAST 240
NTDB id 480 HSISS4 RS02090 WP 002890133.1 AEELLAAAGDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQT 232
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logo LQSGAVVKKVDHNFYQVAKNVRHYDNSARHAALASANNFNIPEQSVYDNSLLVDESTVNKHNLHPLLHQRYLVDKLRKKVLGLDELVHKMYDLVYTPLSVEKETVEKMT
NTDB id 1044769 ACCB35 RS07760 WP 374056431.1 LSGAVKKDNFVANVRHYDSARHAALSNNNIPEQVYDNLVDTVNKNLHLLQRYVKLRKKVLGLDEVHMYDLYTPLVKEVKM 320
NTDB id 480 HSISS4 RS02090 WP 002890133.1 LQGVVKVHNYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSET.ET 311
consensus ! ! !! *!* ! !!!! !!!!!!! ! !!! !!! !***!!!*! !!*!!* !!!!!!!!!!**!!!*!!!! *
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NTDB id 1044769 ACCB35 RS07760 WP 374056431.1 DISYDEAQDMILDGLKPLGDEYANVLKEGFDNRWVDVVENKGKRSGAYSSGAYGTNPYILMNWQDNVNNLFTLAHEFGHS 400
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ALTYEESLKKAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHS 391
consensus **!*! * ! * !*!! ** *! !!*!!**!!!!!!!!!! !!! !!***!*!!!! * !!!!! !! !!!

logo

L
VHSTYFYTRKQATQPYTVYGDHYPS I FLVAE I

VASTCTNEANI
LLNTDEFTLLKNETI

V
D
KDDEKKTRFLAYI

LLNHYLDEGFKRGTVFRQTMQFAEFEHAL IHEKAKADAQ
NTDB id 1044769 ACCB35 RS07760 WP 374056431.1 VHSYYTRKAQPYTYGHYSIFVAEVASTCNEALLNDFLLNTIDDEKKRLYLLNHYLEGFRGTVFRQTMFAEFEHLIHKKAQ 480
NTDB id 480 HSISS4 RS02090 WP 002890133.1 LHSTFTRQTQPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADA 471
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NTDB id 1044769 ACCB35 RS07760 WP 374056431.1 EGEALTSEFLTKEYYELNKKYFGEDISIDEEIGLEWARIPHFYYNYYVYQYATGFSAATALSQQILEEGEPAVERYIDFL 560
NTDB id 480 HSISS4 RS02090 WP 002890133.1 SGQILTADFMNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYL 551
consensus ! !! *!* ! ! *!! !!* !! !! !!!!!! !!!!!!!!!!! !!* ! !** !* ! !* *!
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LKKAGVDMTNTSTDKPYLVDEADACFKVFEDEKRLNVELMEAELLVEKGLQVHLS
NTDB id 1044769 ACCB35 RS07760 WP 374056431.1 KAGSSDYPIEVLKKAGVDMTTSKPVEDACKVFEEKLNEMEELLEKLQ... 607
NTDB id 480 HSISS4 RS02090 WP 002890133.1 KAGSSDYPLEVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
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