
logo MKQSLQLRLSQHLALTPQLQQS IRLLQLSTI ELQQEVEQALTENPLLERENEWLDTSAR IGADGSVNALQSNSSATPLPTE
NTDB id 1044621 ACEN9T RS22935 WP 092973412.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGSVNALQSNSATPLPTE 80
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGSVNALQSSSATPLPTE 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!

logo SPPPAVAPNGADHSAGDSTASEANSYENGHDSGASDFDSDYGSTDERSDWSLDDFARKPQSDEDDRAPLMQLREAEPQSTLQREFLMEQLAPLK
NTDB id 1044621 ACEN9T RS22935 WP 092973412.1 SPPPVPNGADSGDSSENSYENGHDSGADFDSDYGSDRSDWSLDDFARKPQSDEDDRAPLQLREAEQSLREFLMEQLAPLK 160
NTDB id 1425 RS RS02020 WP 011000369.1 SPPPAANGADHADTAEASYENG....SDFDSDYGTERSDWSLDDFARKPQSDEDDRAPMQLREAEPTQREFLMEQLAPLK 156
consensus !!!! *!!!!**!* ! !!!!!**** !!!!!!!**!!!!!!!!!!!!!!!!!!!!!!*!!!!!!** !!!!!!!!!!!!

logo LSMPRDKGLVI FL I ESLDDEGYLSTGSTLDE I LADLPAELEVELDELQAATLRMLQSFDPAPGI
VGARSAAECLSTLQLHQRLDSPAK

NTDB id 1044621 ACEN9T RS22935 WP 092973412.1 LSMRDKGLVIFLIESLDDEGYLSGTLDEILADLPAELEVELDELQATLRMLQSFDPPGVGARSAAECLSLQLHRLDSPAK 240
NTDB id 1425 RS RS02020 WP 011000369.1 LSPRDKGLVIFLIESLDDEGYLTGSLDEILADLPAELEVELDELQAALRMLQSFDPAGIGARSAAECLTLQLQRLDSPAK 236
consensus !!*!!!!!!!!!!!!!!!!!!!*!*!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!*!*!!!!!!!!!*!!!*!!!!!!!

logo

A
PLALTIVNQHLELLAARDYTRLKKALSVDDEGPAELKAAHEL IRSLAPFPGHAFGRAEADFVVPDVI

VVRKTASAGWMAQLNPDV
NTDB id 1044621 ACEN9T RS22935 WP 092973412.1 ALALTIVNQHLELLAARDYTRLKKALSVDEPALKAAHELIRSLAPFPGHAFGRAEADFVVPDVIVRKTSAGWMAQLNPDV 320
NTDB id 1425 RS RS02020 WP 011000369.1 PLALTIVNQHLELLAARDYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRAEADFVVPDVVVRKTAAGWMAQLNPDV 316
consensus *!!!!!!!!!!!!!!!!!!!!!!!!!!!!** !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!! !!!!!!!!!!!

logo MPRLR INDMYAQI LRSSRGESGAANLQQKLQEARWL IKNIQQRFDTI LRVSQAIVERQKSFFTHGE IAMRPLVLRE IADT
NTDB id 1044621 ACEN9T RS22935 WP 092973412.1 MPRLRINDMYAQILRSSRGESGAANLQQKLQEARWLIKNIQQRFDTILRVSQAIVERQKSFFTHGEIAMRPLVLREIADT 400
NTDB id 1425 RS RS02020 WP 011000369.1 MPRLRINDMYAQILRSSRGESGAANLQQKLQEARWLIKNIQQRFDTILRVSQAIVERQKSFFTHGEIAMRPLVLREIADT 396
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LGLHESTI SRVTTNKYMATPMGTFELKYFFGSHVSTETGGAASSTAIRAL IKQLVGAEDPKNPLSDSR IAELLGEQGFVV
NTDB id 1044621 ACEN9T RS22935 WP 092973412.1 LGLHESTISRVTTNKYMATPMGTFELKYFFGSHVSTETGGAASSTAIRALIKQLVGAEDPKNPLSDSRIAELLGEQGFVV 480
NTDB id 1425 RS RS02020 WP 011000369.1 LGLHESTISRVTTNKYMATPMGTFELKYFFGSHVSTETGGAASSTAIRALIKQLVGAEDPKNPLSDSRIAELLGEQGFVV 476
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ARRTVAKYREALKIPAVNLRKSL
NTDB id 1044621 ACEN9T RS22935 WP 092973412.1 ARRTVAKYREALKIPAVNLRKSL 503
NTDB id 1425 RS RS02020 WP 011000369.1 ARRTVAKYREALKIPAVNLRKSL 499
consensus !!!!!!!!!!!!!!!!!!!!!!!
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