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RQKGFTL I ELMIVVAIVIGVI LASALIAVIPAYQDYTVIRAKRVTEGLSTFLAADQSTAKATLLRAVASENTAAIANTAGNNQASDLPATQALASRVTGMSY

NTDB id 1274 LPP RS09530 WP 011214168.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGY 71
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGY 71
NTDB id 1044615 ACEN9T RS21875 WP 413708496.1 ....................MIVVAIIGVLASLAVPAYQDYTIRAKVTEGLTFAAQTKTRVAENAIAGQSD....LSRGM 56
NTDB id 1424 RS RS02795 WP 011000517.1 MKSMRHLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTVRARVTEGLSLAAQAKALVSENAANAQSD....LSVGS 76
consensus ***********!!!!!!*!*!!**!*!!!!!!!*!!*!!!!!**! *!**!*! !**** **** *!*
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NTDB id 1274 LPP RS09530 WP 011214168.1 VSPAATPNVASIAIGA....NGVITITYTAA...AGGGTIVMTPTLQ.........ANGDVTWTCTGG............ 123
NTDB id 1258 GCO85 RS09745 WP 014844212.1 VSPAATPNVQSIAIGA....NGVITITYTAA...AGGGTIIMTPTLQ.........ANGDVTWTCTGG............ 123
NTDB id 1044615 ACEN9T RS21875 WP 413708496.1 STFLATKNVSDLAVDK...ETGEIVVTYDSRMVPTDKSKLVLTPYSGGTNLQAGSVPAAAIQWVCAASGKAPDDASVTQN 133
NTDB id 1424 RS RS02795 WP 011000517.1 SVFTPTKNVANLTIAGTGTVPGQITVTYTTA...AGGGTLALVPTAAGTALPVSSAPSGPIMWTCYAQNKAQAASSVAPS 153
consensus ****!*!!******* *!*!**!!*** *********!***** * * ******!*!*** ** **
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NTDB id 1274 LPP RS09530 WP 011214168.1 ...TLLAKYRPASCRP 136
NTDB id 1258 GCO85 RS09745 WP 014844212.1 ...TLLAKYRPASCRP 136
NTDB id 1044615 ACEN9T RS21875 WP 413708496.1 TEPTLEAKYAPAECR. 148
NTDB id 1424 RS RS02795 WP 011000517.1 GTMSLAAKYAPAECR. 168
consensus *!*!!! !! !!*

X non conserved

X similar

X ≥ 50% conserved


