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NTDB id 1323 RA0C RS07335 WP 004916218.1 .MLVKVYGSAIHGVSAQTITIEVNVDQGV.GYHLVGLPDNAIKESSHRISAALKNVGYKLPGKKITINMAPADLRKEGSA 78
NTDB id 1044570 ACEN9H RS26240 WP 413672629.1 MSLAVLRSRALAGMEAPAVSVEVHLANGLPAMNIVGLADAEVRESKDRVRAALQNSGFEVPSRRITINLAPAELPKESGR 80
NTDB id 1271 LPP RS03220 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPCRKITVNLGPANLPKTGSG 80
NTDB id 1248 GCO85 RS03150 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPCRKITVNLGPANLPKTGSG 80
NTDB id 1397 DSB67 RS15690 WP 005535577.1 MGLAIIHSRASVGVQAPSVSVEVHISNGMPGFTLVGLPETTVKESKDRVRSAIVNSNFQFPAKRITVNLAPADLPKEGGR 80
NTDB id 1153 A1552VC RS00115 WP 000521788.1 MGLAIIHSRASIGVQAPPVTVEVHISNGMPGFTLVGLPETTVKESRDRVRSAIINSRFEFPAKRITVNLAPADLPKEGGR 80
NTDB id 1387 A4U84 RS06900 WP 020457569.1 MSLAIIYSRASIGVEAPLVTIEVHISGGSPGLTLVGLPEKSVKEAQDRVRSALMNANFDYPARRITINLAPADLPKEGGR 80
NTDB id 1349 HI 1117 AAC22771.1 MSLAIVYSRASMGVQAPLVTIEVHLSNGKPGFTLVGLPEKTVKEAQDRVRSALMNAQFKYPAKRITVNLAPADLPKEGGR 80
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NTDB id 1323 RA0C RS07335 WP 004916218.1 YDLSIALGILAASGQIIAPEIERYLIMGELSLDGGLQPIKGVLPIAIRAR......EEGFKGIILPKQNTREAAIVNDLE 152
NTDB id 1044570 ACEN9H RS26240 WP 413672629.1 FDLPIALGILAASDQIPAAALDGYEFAGELSLSGELRPVRGALAMSFAMLRQHADEDTSARAFVLPWANADEAALVTDAV 160
NTDB id 1271 LPP RS03220 WP 011213198.1 FDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVLAA.......HKDNQHLIIANANAAEASLTGHQK 153
NTDB id 1248 GCO85 RS03150 WP 011213198.1 FDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVLAA.......HKDNQHLIIANANAAEASLTGHQK 153
NTDB id 1397 DSB67 RS15690 WP 005535577.1 FDLPIALGILAASEQIATDKLKNYEFVGELALSGGLRTVKGVLPAALAA.......NKKQRHLVVPHANGDQAALVGKEQ 153
NTDB id 1153 A1552VC RS00115 WP 000521788.1 FDLPIALGILAASDQIARNKLESYEFIGELALSGEIRGVKGVLPAALAA.......NQVERCLVVPHSNGDQAALVGVER 153
NTDB id 1387 A4U84 RS06900 WP 020457569.1 FDLPIAIGILAASGQIDSDKLKRIELLGELSLTGHLRGVHGAIPAVLAA.......SKAKREIIVPQQNANEVSLVSNTQ 153
NTDB id 1349 HI 1117 AAC22771.1 FDLPIAIGILAASDQLDASHLKQFEFVAELALTGQLRGVHGVIPAILAA.......QKSKRELIIAKQNANEASLVSDQN 153
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NTDB id 1323 RA0C RS07335 WP 004916218.1 VYGVENIKEVIDFFNENCPLEPTKVN...TREEFHKRVNLFPFDFSEVKGQETAKRAMEVAAAGGHNIILIGPPGSGKTM 229
NTDB id 1044570 ACEN9H RS26240 WP 413672629.1 IYPARSLLDVCAHFAAKSDEARLVRYRPVPSA.....GPPVYPDFADVKGQQQVKRALEVAAAGLHSVLLIGPPGAGKSM 235
NTDB id 1271 LPP RS03220 WP 011213198.1 VFTANNLREVCDYLCQGTSL...QSLPPKPDL....LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAPGSGKTM 226
NTDB id 1248 GCO85 RS03150 WP 011213198.1 VFTANNLREVCDYLCQGTSL...QSLPPKPDL....LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAPGSGKTM 226
NTDB id 1397 DSB67 RS15690 WP 005535577.1 HKSAQSLLEVCAELCGQHQL...NLYQTPKKK....ELKAHGRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPPGTGKTM 226
NTDB id 1153 A1552VC RS00115 WP 000521788.1 HKSAQSLLEVCADLCGQQTL...SLFQSSPSV....QQVSQTRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPPGTGKTM 226
NTDB id 1387 A4U84 RS06900 WP 020457569.1 TYCASTLLQVVNFLNNRDQL...PIAQQLSQNIAEN.RPLVSRDLTDIIGQQHAKRALIIAASGQHNLLFLGPPGTGKTM 229
NTDB id 1349 HI 1117 AAC22771.1 TYFAQTLLDVVQFLNGQEKL...PLATEIVKESAVNFSGKNTLDLTDIIGQQHAKRALTIAAAGQHNLLFLGPPGTGKTM 230
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NTDB id 1323 RA0C RS07335 WP 004916218.1 LAKRIPSILPPLTLKEALETTKIHSVAGKMGAETSLMTIRPFRSPHHTISDVALVGGGSYPQPGEISLAHNGVLFLDEMP 309
NTDB id 1044570 ACEN9H RS26240 WP 413672629.1 LASRFPGLLPPLRQEEALETAALQSLAGS.FAI.ARWRKRPFRSPHHTSSGVALVGGGQVPRPGEISLAHHGVLFLDELP 313
NTDB id 1271 LPP RS03220 WP 011213198.1 MAKRFSTLLPELSETQALECAAINSIRGKLPDF.REWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHHGVLFLDELP 305
NTDB id 1248 GCO85 RS03150 WP 011213198.1 MAKRFSTLLPELSETQALECAAINSIRGKLPDF.REWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHHGVLFLDELP 305
NTDB id 1397 DSB67 RS15690 WP 005535577.1 LASRLCDLLPEMSDEEAMETASVASLTQSEINE.HNWKTRPFRAPHHSSSMAALVGGGSVPRPGEISLAHNGLLFLDEMP 305
NTDB id 1153 A1552VC RS00115 WP 000521788.1 LASRLCDLLPEMSDEEAMETASIASLTQQEINQ.HNWKLRPFRAPHHSSSMAALVGGGTIPRPGEISLAHNGLLFLDEMP 305
NTDB id 1387 A4U84 RS06900 WP 020457569.1 LASRLADLLPEMEDDEAIETASVTSLVQNELNF.QNWKKRPFRSPHHSASMVALVGGGSIPKPGEISLAHNGVLFLDELP 308
NTDB id 1349 HI 1117 AAC22771.1 LASRLTGLLPEMTDLEAIETASVTSLVQNELNF.HNWKQRPFRAPHHSASMPALVGGGTIPKPGEISLATNGVLFLDELP 309
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NTDB id 1323 RA0C RS07335 WP 004916218.1 EFKRTVLEVMRQPLEDREVTISRAKFTVNYPASFMLVASMNPSPSGFFPDDPNNT.SSSFEMQRYLNKLSGPLLDRIDIH 388
NTDB id 1044570 ACEN9H RS26240 WP 413672629.1 EFDRKVLEVLREPLETGAITISRAARQADFPASFQLIAAMNPCPCGWLGHPSGKCRCTPDAVQRYQDRISGPLLDRIDIQ 393
NTDB id 1271 LPP RS03220 WP 011213198.1 EFNRQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLSAPLLDRIDMQ 385
NTDB id 1248 GCO85 RS03150 WP 011213198.1 EFNRQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLSAPLLDRIDMQ 385
NTDB id 1397 DSB67 RS15690 WP 005535577.1 EFDRKVLDSLREPLESGEIIISRAQGKTRFPARFQIVGALNPSPTGYYEGNQAR..TNPQAILRYLGRLSGPLLDRFDMS 383
NTDB id 1153 A1552VC RS00115 WP 000521788.1 EFERKVLDSLREPLESGEIVISRAQGKTRFPARFQLVGALNPSPTGYYEGSQAR..ANPQSILRYLSRLSGPLLDRFDMS 383
NTDB id 1387 A4U84 RS06900 WP 020457569.1 EFERKVLDALRQPLESGEIIISRANAKVQFPACFQLIAAMNPSPTGHYQGTHNR..TSPQQLMRYLNRLSGPFLDRFDLS 386
NTDB id 1349 HI 1117 AAC22771.1 EFERKVLDALRQPLESGEIIISRANAKIQFPARFQLVAAMNPSPTGHYTGTHNR..TSPQQIMRYLNRLSGPFLDRFDLS 387
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NTDB id 1323 RA0C RS07335 WP 004916218.1 IEVQKVEFDQLSDK..RKGESSEIIRQRVLKAREIQQERYQDLAISYNAQMGPKEIEHFCELDEVSLLLIKNAMEKLNLS 466
NTDB id 1044570 ACEN9H RS26240 WP 413672629.1 VPVAAMTPDTMAQL..ADGEPSAAIAARVTQAHARQLSRQG....KANRKLTTREIDHHCHLDTAAARLLGDAMQHLHWS 467
NTDB id 1271 LPP RS03220 WP 011213198.1 VTIHALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQD....SLNANLNSKTCEMVCELGSEEQLFLREVMSKLKLS 461
NTDB id 1248 GCO85 RS03150 WP 011213198.1 VTIHALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQD....SLNANLNSKTCEMVCELGSEEQLFLREVMSKLKLS 461
NTDB id 1397 DSB67 RS15690 WP 005535577.1 LEIPALPKGTLSEG.GDRGEPTAIVKERVNQARDCMLARSG....KVNALLGSREIEAFCPLQKSDAEFLENALHRLGLS 458
NTDB id 1153 A1552VC RS00115 WP 000521788.1 IEIPALPKGTLANG.GDRGESTAAVRQRVWVARERMLARSG....KVNALLQSREIEQYCPLLKADAEFLESALHRLGLS 458
NTDB id 1387 A4U84 RS06900 WP 020457569.1 IEVPLLPQGALQNNTDQRGETTEQARKRVLEARHLQFNRRG....KINAQLTTKEIEQDCKLTDRDALFLENALTKLGLS 462
NTDB id 1349 HI 1117 AAC22771.1 IEVPLLPQGSLQNT.GDRGETSAQVREKVLKVREIQMERAG....KINAYLNSKEIERDCKLNDKDAFFLEKALNKLGLS 462
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NTDB id 1323 RA0C RS07335 WP 004916218.1 ARAYDRILKVSRTIADLERETNIQSHHIAEAIQYRSLDRDFWKV..... 510
NTDB id 1044570 ACEN9H RS26240 WP 413672629.1 ARAYHRVLKVARTIADLAGADTVNAQHVAEAIQYRRGLCDH........ 508
NTDB id 1271 LPP RS03220 WP 011213198.1 ARGYHRLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1248 GCO85 RS03150 WP 011213198.1 ARGYHRLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1397 DSB67 RS15690 WP 005535577.1 IRAYHRIIKVARTIADLEGSPQIERTHLAEALGYRAMDRLLKQLTAQAV 507
NTDB id 1153 A1552VC RS00115 WP 000521788.1 IRAYHRIIKVARTIADLQGEAQIARPHLAEALGYRAMDRLLKQLSAQNV 507
NTDB id 1387 A4U84 RS06900 WP 020457569.1 VRAYHRILKVSRTIADLAGEAQIQQPHLAEALGYRAMDRLLQRLQGES. 510
NTDB id 1349 HI 1117 AAC22771.1 VRAYHRILKVSRTIADLQGEQQIFQPHLAEALGYRAMVRLLQKLSNM.. 509
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