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NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
NTDB id 1044553 ACEN9H RS02015 WP 413673601.1 ..MSSPRILVVDDEPDLRELLEITLLKMGLDVDSAATVREARALLGQKPYALVLTDMRLPDGLGLELVREVAAHHKSTPI 78
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 VFMTAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKNDVDNKNQNYQGFIGSSQTMQAVYRTIDSAAS 151
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NTDB id 1473 PAKAF RS24000 WP 003094694.1 AMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPEAE....EAPVDNRLLGESPPMRALRNQIGKLAR 154
consensus ***!!*!****!* !***!!*!***!!*****!* *** !*** **** ** * ****! !******* *!***!*

logo SKQASP I
V
A
Y
F
V
I
N
S
TGESGSTGKELVACVAENRALVIHERAALQGSAKNPRAGISDGEGRKPF IVPAI

VNCAGAIPEKSTADEL IMEASEFLFGYHRVKKGASFTGAAINTDEQTDEKRDQGAFLAIFELQSAADHNSGGSTLMFLD
NTDB id 1157 A1552VC RS03895 WP 001888250.1 SKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAADGGTLFLD 231
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 ELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRARGDDVI 311
NTDB id 1045 H0N27 RS16330 WP 168727019.1 EIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVL 319
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 EIAYSLLGFMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQMSAPINRALPLA 391
NTDB id 1045 H0N27 RS16330 WP 168727019.1 LLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRA..NISN..P.. 393
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 HEN......................KVSVHEIFPLWM..TEKQAIEQAIEACDGNIPRAATYLDVSPSTIYRKLQTWNEK 447
NTDB id 1045 H0N27 RS16330 WP 168727019.1 ....FAS...AAQSIQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLD 466
NTDB id 1044553 ACEN9H RS02015 WP 413673601.1 PQTPVSAAPAPPAALDQAAPPPPLAHDALPSNLPDYLSQVERDIILRALNQTQFNRTQAASLLGISVRQLRYQMQKLDIH 473
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