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NTDB id 1184 GTF74 RS02335 WP 000649326.1 ..MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTA..GTA 76
NTDB id 1167 A1552VC RS11065 WP 000649326.1 ..MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTA..GTA 76
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 ..MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTA..GTA 76
NTDB id 1292 VP RS12235 WP 005479693.1 ..MKHSKQKKQQGFTLIELMIVVAIIGVLAAAAIPAYQNYVTRSEVTSGLATVKALITPAELHYQENGIAAAAT...... 72
NTDB id 1038 H0N27 RS01510 WP 000993725.1 .......MNAQKGFTLIELMIVVAIIGILAAIAIPQYQNYIAKSQVNSGFSEISSIKTGYENAVNEGAVPTKLSD..... 68
NTDB id 1192 PAKAF RS23870 WP 024947914.1 .......MKAQKGFTLIELMIVVAIIGILAAIAIPQYQNYVARSEGASALASVNPLKTTVEEALSRGWSVKSGTGTEDAT 73
NTDB id 1044551 ACEN9H RS01100 WP 413673488.1 MKAPKIVKKAQAGFTLIELMIVVAIIGILAAVAIPAYQNYVAKSKFTAALAEVSAGKTGFDVKLNEGATISAPEQ.VGL. 78
NTDB id 1197 PSJM300 03940 AFN76866.1 .....MKAQMQKGFTLIELMIVVAIIGILAAIALPAYQDYTVRSNAAAALAEITPGKIGFEQAINEGKTPSLTSTDEGY. 74
NTDB id 1204 PSJM300 03935 AFN76865.1 ...MKPVKSSCRGFSLIELMIVVAIIGILAAIALPAYQNYTVRSTAASALAEITPAKAAFEQAISEGHTPSLVSSLPGF. 76
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NTDB id 1184 GTF74 RS02335 WP 000649326.1 AGFTRLGTVEDMG.DGKIV.IAPTASGALGGTIKYTFDA...GVVSSSKIQLARD.ANGLWTCSTTVTSEIAPKGCTAGA 150
NTDB id 1167 A1552VC RS11065 WP 000649326.1 AGFTRLGTVEDMG.DGKIV.IAPTASGALGGTIKYTFDA...GVVSSSKIQLARD.ANGLWTCSTTVTSEIAPKGCTAGA 150
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 AGFTRLGTVEDMG.DGKIV.IAPTASGALGGTIKYTFDA...GVVSSSKIQLARD.ANGLWTCSTTVTSEIAPKGCTAGA 150
NTDB id 1292 VP RS12235 WP 005479693.1 ..LAQLGVDVAANDLGAID....SALAGGSPTLTF..TFDADSSIDGGILTFTRD.AATGWSCLPTAPAIAV.DGCS... 139
NTDB id 1038 H0N27 RS01510 WP 000993725.1 .....VGFTAATSSVCATYSIDAFTETDGAGKITCTLKG..NPKIATKIVELTRS.TDGAWTCVSDVPTEFLPKGCTAGT 140
NTDB id 1192 PAKAF RS23870 WP 024947914.1 KKEVPLGVAADANKLGTIALKPDPADGTADITLTF.TMGGAGPKNKGKIITLTRTAADGLWKCTSDQDEQFIPKGCSK.. 150
NTDB id 1044551 ACEN9H RS01100 WP 413673488.1 .....AAKATPTS.NCEF.....DAT...GTTLLCKIQ.GGPVTVKDKIITLTRG.DDGAWSCKSTLDATDIPKIAGTSC 142
NTDB id 1197 PSJM300 03940 AFN76866.1 .....IGITDSTS.YCDV.....DLDTAADGHIECTAKGGNAGKFDGKTITLNRT.ADGEWSCASTLDAKYKPGKCS... 139
NTDB id 1204 PSJM300 03935 AFN76865.1 .....IGIGASTN.YCTV.....TLIATATGSITCTTQNGMPDRFNGKTITIART.TDGLWDCTSDLDSRYKPGKCL... 141
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