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NTDB id 1044533 ACEOAC RS03770 WP 413444191.1 MFSFFKRKPKPEAQPALPPQPEAAPQPAPTPVEPVPAA...PV.SPAAPVATA...PM.VSAPAVAPVAASTAAPAPPVL 72
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQV.KETVAEMPSEA 79
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NTDB id 1044533 ACEOAC RS03770 WP 413444191.1 PEAVAPVED........TAEEEAEIVAAPEPEPEVKRSWLSRLKAGLSKTSS....NLTTLFVGARIDDDLYEELESALL 140
NTDB id 1118 NGFG RS11455 WP 003696286.1 GEAAERVESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELETVLI 159
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NTDB id 1044533 ACEOAC RS03770 WP 413444191.1 VSDAGVEATQWLLDELKKKVKAERLTEAAQVRTALRTLLIDLLQPLQRPLVLGR.EKPLVMMIAGVNGAGKTTTIGKLAL 219
NTDB id 1118 NGFG RS11455 WP 003696286.1 TGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAK 239
consensus ! !*!!! *!* *** *! ! ** *! !!* ! !!* !! *!!!!* * ! !*!*!!*!!!!!!!*!!!!!

logo

H
Y
F
LQAHQGKQSVLLAAGDTFRAAAREQLAQAVWGEGRNNVQTVIASQETSTGDPSAAVACFYDASVHQASAKQARGI

T
D
H
I
VVLMAVDTAGRLPTQLHLMDEE

NTDB id 1044533 ACEOAC RS03770 WP 413444191.1 HLQAHGQSVLLAAGDTFRAAAREQLAVWGERNNVQVIAQESGDPAAVAYDSVHSAQARGTHVVMVDTAGRLPTQLHLMDE 299
NTDB id 1118 NGFG RS11455 WP 003696286.1 YFQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEE 319
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NTDB id 1044533 ACEOAC RS03770 WP 413444191.1 LKKIKRVIAKAMSSAPHEVLLVIDGNTGQNALAQVKAFDDALGLTGLVVTKLDGTAKGGILAAIAKTRPVPLYFIGVGEK 379
NTDB id 1118 NGFG RS11455 WP 003696286.1 IKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGEG 399
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logo IDEDLQRPFDNARTAEFVDALLDS
NTDB id 1044533 ACEOAC RS03770 WP 413444191.1 IEDLQPFNATEFVDALLS 397
NTDB id 1118 NGFG RS11455 WP 003696286.1 IDDLRPFDARAFVDALLD 417
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