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NTDB id 1044501 ACEN8U RS12180 WP 015001544.1 MFSFFKRFKGSKESENAPDESPTAADEF.......V....DES............TAVETPAAPPAEVAP..QAAPSLAP 55
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAG 80
consensus !!!!!*! ! * * * ! *******!****** *************!!!!* *** ! *** !! !*
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NTDB id 1044501 ACEN8U RS12180 WP 015001544.1 QFAPEAEPETDFEESSLETV....EI.VPPPVQDASAKRSWLTRLKTGLSKT....SSSLTGIFVGTKIDEDLYEELETA 126
NTDB id 1118 NGFG RS11455 WP 003696286.1 EA...AERVESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELETV 157
consensus ***!!* ! !!!**** * *** *! ! !!! !! !***** !! !*! ! ! !!!!!!!!!
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NTDB id 1044501 ACEN8U RS12180 WP 015001544.1 LLMSDAGVDATEFLLEALREKVRAERLTEPQQVKAALRALLVDLLKPLEKSLMLGR.AKPLVVMIAGVNGAGKTTSIGKL 205
NTDB id 1118 NGFG RS11455 WP 003696286.1 LITGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKL 237
consensus !* ! !**!!!*!* *! *! ! *** ***!!* ! !!*!!!!!*!*!* * ! !*!*!!*!!!!!!!!!!!!
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NTDB id 1044501 ACEN8U RS12180 WP 015001544.1 AKHLQSFNQSVLLAAGDTFRAAAREQLAIWGQRNNVTVVAQESGDPAAVIFDAVGAARARKIDVMMADTAGRLPTQLHLM 285
NTDB id 1118 NGFG RS11455 WP 003696286.1 AKYFQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLM 317
consensus !!* ! !!!!!!!!!!!!!!!!!! !! !!!!!!* ! *!!*!!!*!!!! !!*!! !!***!!!!!!!!!!!!!!
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NTDB id 1044501 ACEN8U RS12180 WP 015001544.1 EELRKVKRVIGKAQDGAPHEVLLVIDANTGQNALTQVKAFDDALGLTGLIVTKLDGTAKGGILAAIARQRPIPVYFIGVG 365
NTDB id 1118 NGFG RS11455 WP 003696286.1 EEIKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVG 397
consensus !!**!!!!!* !! *!!!!!***!*!!! !!!!* !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*! !!*!! *!!!!
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NTDB id 1044501 ACEN8U RS12180 WP 015001544.1 EKVEDLQPFSAEEFSDALLGA 386
NTDB id 1118 NGFG RS11455 WP 003696286.1 EGIDDLRPFDARAFVDALLD. 417
consensus ! **!! !! ! ! !!!! *
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X ≥ 50% conserved


