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NTDB id 1029 TT RS02230 WP 011228203.1 L F

NTDB id 1169 A1552VC RS11075 WP 000648511.1 F

NTDB id 1402 DSB67 RS12670 WP 010643257.1 G

NTDB id 1112 NGFG RS09215 WP 003689811.1 PIIRGD IRFAAGVPLVDEYL STAGAEGN

NTDB id 1113 AAA85695.1 219..1451( ) II3GD JAFAAGVPLVDEL STAGAEGN

NTDB id 1252 GC085 RS07730 WP 011213805.1 LP GE EKAAIARF RTL lTFAAG PLV ALKSMAGATGN

NTDB id 1016 ACIAD RS01680 WP 004920476.1 LPI GD |MKAMIAR SRTLATTFAAGVPL DALISTAGATRHNE YE

NTDB id 1059 ABD1 RS01610 WP 000279215.1 LPIGD MKANIAR SRTLATTFAAGVPL DAL STAGATNN

NTDB id 1044471 ACEN8Q RS27420 WP 413426323.1 LP GE IR¢K I\ ARF RTL TTFAAGVPL AL SPAGATGN

NTDB id 1198 PSJM300 03950 AFN76868.1 MK B ARF RTL TTFAAGVPLVDAL SEYAGATGN
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NTDB id 1029 TT RS02230 WP 011228203.1

NTDB id 1169 A1552VC RS11075 WP 000648511.1 . QMVHIGEESG
IGEESG

NTDB id 1402 DSB67 RS12670 WP 010643257.1 . QMV
NTDB id 1112 NGFG RS09215 WP 003689811.1

NTDB id 1113 AAA85695.1 219..1451( )

NTDB id 1252 GCO85 RS07730 WP 011213805.1
NTDB id 1016 ACIAD RS01680 WP 004920476.1
NTDB id 1059 ABD1 RS01610 WP 000279215.1

NTDB id 1044471 ACEN8Q RS27420 WP 413426323.1
NTDB id 1198 PSJM300 03950 AFN76868.1
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NTDB id 1029 TT RS02230 WP 011228203.1 406
NTDB id 1169 A1552VC RS11075 WP 000648511.1 .. 408
NTDB id 1402 DSB67 RS12670 WP 010643257.1 VGGLVIAMYLPIF LISV [¢3 407
NTDB id 1112 NGFG RS09215 WP 003689811.1 GWL VAMYLP F LGN .. 410
NTDB id 1113 AAA85695.1 219..1451( ) GYL VAMYLP F LGN . 410
NTDB id 1252 GCO85 RS07730 WP 011213805.1 VGGLVVAMYLP IFILG SV 406
NTDB id 1016 ACIAD RS01680 WP 004920476.1 VGGLV AMYLPIF C 408
NTDB id 1059 ABD1 RS01610 WP 000279215.1 VGGLV AMYLPIF o 408
NTDB id 1044471 ACEN8Q RS27420 WP 413426323.1 VGGLVVAMYLPIF AR, .. 405
NTDB id 1198 PSJM300 03950 AFN76868.1 VGGL AMYLPIF C 405
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