
logo

MKMI ITRKNLYFELI LYKLYKW
K
A
S
H
G
F
L
S
T
T
N
K
QQIHLQKFVLMAEYPGNEVNI

V
K
D
E
QELLLGRDKIKADSIYSLGCEWVNRE

R
E
N
N
P
V
A
L
H
V
L
F
L
M
R
E
K
RYYAF IFKQLIDHDNADHI

L
E
I
SKELFKQKI

L
F

NTDB id 1044350 ACEPOU RS06850 WP 000620187.1 ..MIRLFLLKLYWSHFSTKQIHQFLMAYPNVIKEE...GRKKDSYLCEWVNREENVHLLRKYYAFIKLDHNDIIKELQKL 75
NTDB id 40 MW RS06080 WP 000593192.1 ..MIKLFLLKLYWAHFSTKQIHQFLMAYPNVIKEE...GRKKDSYLCEWVNREENVHLLRKYYAFIKLDHNDIIKELQKL 75
NTDB id 25 SA RS06185 WP 000593194.1 ..MIKLFLLKLYWAHFSTKQIHQFLMAYPNVIKEE...GRKKDSYLCEWVNREENVLLLRKYYAFIKLDHNDIIKELQKL 75
NTDB id 267 KZH43 RS05590 WP 000705306.1 MKITNYEIYKLKKSGLTNQQILKVL.EYGENVDQELLLGDIADISGC.....RNPAVFMERY...FQIDDAHLSKEFQKF 71
NTDB id 226 SPD RS05990 WP 000705306.1 MKITNYEIYKLKKSGLTNQQILKVL.EYGENVDQELLLGDIADISGC.....RNPAVFMERY...FQIDDAHLSKEFQKF 71
NTDB id 192 SPR RS05715 WP 000705306.1 MKITNYEIYKLKKSGLTNQQILKVL.EYGENVDQELLLGDIADISGC.....RNPAVFMERY...FQIDDAHLSKEFQKF 71
NTDB id 157 SP RS06205 WP 000705306.1 MKITNYEIYKLKKSGLTNQQILKVL.EYGENVDQELLLGDIADISGC.....RNPAVFMERY...FQIDDAHLSKEFQKF 71
NTDB id 525 SMSK321 RS06295 WP 000705298.1 MKITNYEIYKLKKSGLTNQQILKVL.EYGENVDQELLLGDIADISGC.....RNPAVFMERY...FQIDDAHLEKEFKKI 71
consensus *********!!********!!***! *!******!***!***!***! *********! ***!**** !!**!

logo

KVS
P
Y
S
I
F
T
S
Y
I
M
LDSDECYPVWLDLKSE IYQDFAPLVLLFYKGNI

L
K
DL ILNKNFMHPHKLVAVVGASRSDASCTSSKYQTGQAQKSLVEFKI

L
V
L
I
S
Q
ND
G
K
L
S
E
K
N
Y
ELTVIVSGLAQKGAID

NTDB id 1044350 ACEPOU RS06850 WP 000620187.1 KVSYITYMDSEYPVLLKEIYQFPLLLFYKGNIKLINNMHHLAVVGARDSTSYTQQSLEFLLSNDKSKYLTIVSGLAQGAD 155
NTDB id 40 MW RS06080 WP 000593192.1 KVSYITYMDSEYPVLLKEIYQFPLLLFYKGNIKLINNMHHLAVVGARDSTSYTQQSLEFLLSNDKSKYLTIVSGLAQGAD 155
NTDB id 25 SA RS06185 WP 000593194.1 KVSYITYMDSEYPVLLKEIYQFPLLLFYKGNIKLINNMHHLAVVGARDSTSYTQQSLEFLLSNDKSKYLTIVSGLAQGAD 155
NTDB id 267 KZH43 RS05590 WP 000705306.1 ..PSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRACSKQGAKSVEKVIQ.GLENELVIVSGLAKGID 147
NTDB id 226 SPD RS05990 WP 000705306.1 ..PSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRACSKQGAKSVEKVIQ.GLENELVIVSGLAKGID 147
NTDB id 192 SPR RS05715 WP 000705306.1 ..PSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRACSKQGAKSVEKVIQ.GLENELVIVSGLAKGID 147
NTDB id 157 SP RS06205 WP 000705306.1 ..PSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRACSKQGAKSVEKVIQ.GLENELVIVSGLAKGID 147
NTDB id 525 SMSK321 RS06295 WP 000705298.1 ..PSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRSCSKQGAKSVEKIIQ.GLENELVIVSGLAKGID 147
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NTDB id 1044350 ACEPOU RS06850 WP 000620187.1 AMAHQIALKYNLPTIAVLAFGHQTHYPKSTLALRNKIEEKGLVISEYPPHTPIAKYRFPERNRIISGLSKGVLITEAKEQ 235
NTDB id 40 MW RS06080 WP 000593192.1 AMAHQIALKYNLPTIAVLAFGHQTHYPKSTLALRNKIEEKGLVISEYPPHTPIAKYRFPERNRIISGLSKGVLITEAKEQ 235
NTDB id 25 SA RS06185 WP 000593194.1 AMAHQIALKYNLPTIAVLAFGHQTHYPKSTLALRNKIEEKGLVISEYPPHTPIAKYRFPERNRIISGLSKGVLITEAKEQ 235
NTDB id 267 KZH43 RS05590 WP 000705306.1 TAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKMR 227
NTDB id 226 SPD RS05990 WP 000705306.1 TAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKMR 227
NTDB id 192 SPR RS05715 WP 000705306.1 TAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKMR 227
NTDB id 157 SP RS06205 WP 000705306.1 TAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKMR 227
NTDB id 525 SMSK321 RS06295 WP 000705298.1 TAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYISNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKMR 227
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NTDB id 1044350 ACEPOU RS06850 WP 000620187.1 SGSHITIDFALEQNRNVYVLPGSMFNPMTKGNLLRIQEGAKVVLNANDIFEDYYI 290
NTDB id 40 MW RS06080 WP 000593192.1 SGSHITIDFALEQNRNVYVLPGSMFNPMTKGNLLRIQEGAKVVLNANDIFEDYYI 290
NTDB id 25 SA RS06185 WP 000593194.1 SGSHITIDFALEQNRNVYVLPGSMFNPMTKGNLLRIQEGAKVVLNANDIFEDYYI 290
NTDB id 267 KZH43 RS05590 WP 000705306.1 SGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF 282
NTDB id 226 SPD RS05990 WP 000705306.1 SGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF 282
NTDB id 192 SPR RS05715 WP 000705306.1 SGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF 282
NTDB id 157 SP RS06205 WP 000705306.1 SGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF 282
NTDB id 525 SMSK321 RS06295 WP 000705298.1 SGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF 282
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