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NTDB id 1044269 ACEPXG RS10955 WP 391202067.1 ....MTNEMNNEKQFITGRPIVSIFHNPQNLFSIIKLKIKSTNTTYIEKEIIVTGYFPQLVLEESYKFTGLVKNHPKYGV 76
NTDB id 355 BSU 27480 NP 390625.1 MQQHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKFGL 80
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NTDB id 1044269 ACEPXG RS10955 WP 391202067.1 LEKVMIQLNEWGFGPQIAMKIYQAYREETIDVLTKNPYRLIEEVEGVGFIRADELGYKLGIQGNHPDRIKAAIFHLLQSA 236
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NTDB id 1044269 ACEPXG RS10955 WP 391202067.1 SLSEGHVFLYAEQLLESVKRLLESAQREEITFEA..ITKCCFELAEESRIIGEVNRFYIPSLYFSEVGISSKIETLLNEN 314
NTDB id 355 BSU 27480 NP 390625.1 CLSEGHTYIETEQLIIDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIASQT 320
consensus *!!!!! ** !!!* !! !! ** ** !*! !* ! !*! !!!** ! * ** **

logo

D
E
T
Y
E
H
H
N
K
QFPELASEFMKLKLAHLGEGI

LEERLMDGVQYAPTSTQKVEKAI EQKTAI
L
N
S
A
S
P
SML

TLLTGGPGTGKTTVI
VRGIVELYAGELHGLVSLDEPKSAEW

Y
A
KKD

NTDB id 1044269 ACEPXG RS10955 WP 391202067.1 DTHHKFPLAEMKKHLGGIEERLGVQYATTQVKAIETAINASMTLLTGGPGTGKTTVVRGIVELYAELHGLSLEPKEWAKD 394
NTDB id 355 BSU 27480 NP 390625.1 EYENQFPESEFLLALGELEERMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYKKD 400
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NTDB id 355 BSU 27480 NP 390625.1 GDIGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFNQFTHAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYTA 718
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