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NTDB id 352 BSU 24240 NP 390304.2 CAEQGIDVSDEMIVMRRDISTSGKSVCRVNGKLVTIASLREIGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESAL 159
consensus * * !*** *! !**!!!! !!!!!!!!!!!!!!** !!!!! **!!!!!!* ! !!** !**!!! !!! * !

logo

E
K
S
TYKQEGLYQSKRYKVKLWKLKDKLAKQTLSTENSEQEQI

MAHKR I
LDL IYQTFQLVEE I ENDSASKNLEVLVGNEDEEQLQEEKRKQKQI

L
Q
SNFEHKI

V
F
Y
D
E
K
S
L
M
Q
S
N
SAYENAI

L
L
RS

NTDB id 1044229 ACEPXD RS11085 WP 391116024.1 ESYKELYSKYKKWKKDLATLTENEQQIAHKIDLYTFQVEEINDSNLVVGEEEQLQEEKKKLQNFHKVFDKMSSAYEAILS 240
NTDB id 352 BSU 24240 NP 390304.2 KTYQEGYQRYVKLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKLELNEDEQLQEERQQISNFEKIYESLQNAYNALRS 239
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NTDB id 1044229 ACEPXD RS11085 WP 391116024.1 ESKGLDYIGTAMADLQDISDVDKNMLELSESVSSAFYILQDAAYQLKNELDEMEFDSNRLQYVEDRLAFIQTLKRKYGQS 320
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NTDB id 1044229 ACEPXD RS11085 WP 391116024.1 IEAILEYKEQIFKSLEQLVNRDEQIQKTADKIKQIEKDLELVANDLTDKRKNAAKQLSKAIMEQLQELYMEKATFSVMFH 400
NTDB id 352 BSU 24240 NP 390304.2 VEDILEYASKIEEEIDQIENRDSHLQSLKKELDSVGKDVAVEAANVSQIRKTWAKKLADEIHRELKSLYMEKSTFDTEFK 399
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NTDB id 1044229 ACEPXD RS11085 WP 391116024.1 VSGRVAQAIAEKISGIATNSQVLCISHLPQVAAMADQHLMIKKEVSGNRTYTILEEVMDDRRAEELSRMMSGAEITSTTL 547
NTDB id 352 BSU 24240 NP 390304.2 VSGRVAQAIAEKIHKVSIGSQVLCITHLPQVAAMADTHLYIAKELKDGRTTTRVKPLSKQEKVAEIGRMIAGVEVTDLTK 559
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NTDB id 1044229 ACEPXD RS11085 WP 391116024.1 QHSKELLKLAVERKKILRNA 567
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