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MNHRVSVL IVGRLTRKEDVPEDVLKRYTPSTNSGAAVGASTGFSTI

L
MAVNRDQTFTNQASNGDERESADF INFCVTIWRRKAQSAENVFVANMFLTAKKGSQLAIVGLVEDGSRW

LQTR
NTDB id 1044005 ABZM74 RS04970 WP 195307984.1 .MNHVSLIGRLTKEPDVKYTTSGAAVASGTIAVNRDFTNANGERESDFINFVIWRKAAENFVNMTAKGSQIGLEGSWQTR 79
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
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logo

S
NYENQQGQRVFYVSTELVQVAVDESSNVFQSTFLVLEPSTRKENTGQTGTGESQGRKQSGDQGSAQSGQSNGNGYFNESGNTNPQSGNGGSQYFGGGQNTDQSNGNPFGNTSGNPQQNQNTGQNQRRANPAQAGQGNGNSTFS

NTDB id 1044005 ABZM74 RS04970 WP 195307984.1 SYENQQGQRVYVSELVVSNFTLVETKEQTEQRKGQSAQQSNGGFNSTP...........TQNNFNGQ....QAPQQGGFS 144
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQ...NFNSNQSNGSQ.......QSGFTSPQQTGNAPAANNT. 149
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGS.....G...GYNEGNSGGGQYFGGGQNDNPFGGNQNNQRRNQGNSF. 151
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NTDB id 1044005 ABZM74 RS04970 WP 195307984.1 PNDMYGNDL..PPLNDDDLPF 163
NTDB id 624 LCA RS00040 WP 011373726.1 QADPFANNGQAIDISDDDLPF 170
NTDB id 113 BSU 40900 NP 391970.1 NDDPFANDGKPIDISDDDLPF 172
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