
logo MVNAEE I LYS IALRRSPLVGDVI
TFANSLVGSEVGSAKEAVWGSLSKQLSELRKI SG I

VGKQIASGNIGDEKNSLLKFAEKRE I
VEFC IKNE I

NTDB id 1043827 PGK76 RS03065 WP 154469316.1 MVNAEEILYSIALRRSPLVGDVTFANLVGEVGSAKEVWSLSQSELRKISGIGKQIASGIGDESLLKFAEREVEFCIKNEI 80
NTDB id 1342 RA0C RS05130 WP 004918085.1 MVNAEEILYSIALRRSPLVGDVIFASLVSEVGSAKEAWGLSKLELRKISGVGKQIASNIGDKNLLKFAEKEIEFCIKNEI 80
consensus !!!!!!!!!!!!!!!!!!!!!! !! !! !!!!!!! ! !! !!!!!!!*!!!!!! !!! !!!!!!*!*!!!!!!!!

logo KIHNLRHLNQLPRLLGECYDAPAI LFQKGDYDEDI
TANNI S IVGTRNATAYGKSFLEDL IVQFKNKNIQVI SGLALGTDGIAH

NTDB id 1043827 PGK76 RS03065 WP 154469316.1 KINLRHLNQLPRLLGECYDAPAILFQKGDYDDIANNISIVGTRNATAYGKSFLEDLIVQFKNKNIQVISGLALGTDGIAH 160
NTDB id 1342 RA0C RS05130 WP 004918085.1 KIHLRHLNQLPRLLGECYDAPAILFQKGDYEDTANNISIVGTRNATAYGKSFLEDLIVQFKNKNIQVISGLALGTDGIAH 160
consensus !!*!!!!!!!!!!!!!!!!!!!!!!!!!!!*! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QEALKNNIKTSAVLAHGLHI IYPSKHKI LAEE I LNNGGALFSEFCSDEKPDREHFLQRNR IVAGLSANTIVVESAYAGGS
NTDB id 1043827 PGK76 RS03065 WP 154469316.1 QEALKNNIKTSAVLAHGLHIIYPSKHKILAEEILNNGGALFSEFCSDEKPDREHFLQRNRIVAGLSANTIVVESAYAGGS 240
NTDB id 1342 RA0C RS05130 WP 004918085.1 QEALKNNIKTSAVLAHGLHIIYPSKHKILAEEILNNGGALFSEFCSDEKPDREHFLQRNRIVAGLSANTIVVESAYAGGS 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo I STASFANQYNREVYALAGRLTDKYSQGCNHL I FQNKAKI I SS IKGLLKDLDLDNTSKVLELFPSVEVSLTP I
VQEKP I

VYDI
NTDB id 1043827 PGK76 RS03065 WP 154469316.1 ISTASFANQYNREVYALAGRLTDKYSQGCNHLIFQNKAKIISSIKGLLKDLDLDNTSKVLELFPSVEVSLTPIQKPIYDI 320
NTDB id 1342 RA0C RS05130 WP 004918085.1 ISTASFANQYNREVYALAGRLTDKYSQGCNHLIFQNKAKIISSIKGLLKDLDLDNTSKVLELFPSVEVSLTPVQEPVYDI 320
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*! !*!!!

logo IKEVNDI SLDDLSEKLNQP I SKVFLPVLLELELLGL IRANSGRRYS I IV
NTDB id 1043827 PGK76 RS03065 WP 154469316.1 IKEVNDISLDDLSEKLNQPISKVLPVLLELELLGLIRANSGRRYSIV 367
NTDB id 1342 RA0C RS05130 WP 004918085.1 IKEVNDISLDDLSEKLNQPISKVFPVLLELELLGLIRANSGRRYSII 367
consensus !!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!*
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