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NTDB id 1028 TT RS08215 WP 011173991.1 MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERRIAQTIEDRFGIPLVELHRVEIPPKVK 80
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NTDB id 1028 TT RS08215 WP 011173991.1 ALLPAEKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPP..P 158
NTDB id 1306 DR RS10060 WP 027479822.1 RSIRPQTALNLQAFPFALE..GDRLRVALVDPLSSFSIETLEDDSGFDIEPYQALREEVMWAIATHYPELGLEIVVPSGA 157
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................................................................ 0
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NTDB id 1028 TT RS08215 WP 011173991.1 SGEGQKDLKLGELLLQKGWISREALEEALVEQEKTGDLLGRILV.RKGLPEEALYRALAEQKGLEFLESTEGIVPDPSAA 237
NTDB id 1306 DR RS10060 WP 027479822.1 SDAGRTGGKLGERLITHGYITDAQLQVALDAQQQTGEALGATLISQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVL 237
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................................................................ 0
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ................................................................................ 0
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NTDB id 1028 TT RS08215 WP 011173991.1 LLLLRSDALRYGAVPIGFQNGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKLSR 317
NTDB id 1306 DR RS10060 WP 027479822.1 GSMLRADALRLLAVPVDETEQGVTVLTSDPRKRPDIDALIGRPVQLMLTRPRDIERLIEQFYPQRGRLGEQLVQEGTLSR 317
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................................................................ 0
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ................................................................................ 0
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NTDB id 1028 TT RS08215 WP 011173991.1 EALKEALEVQKGLPRAKPLGEILVELGLARPEDVEEALQKQRRGGGRLEDTLVQSGKLRPEALAQAVATQLGYPYVDPEE 397
NTDB id 1306 DR RS10060 WP 027479822.1 DQLREALQVQAREGKVKPLGEVITELGFASPDEVDSALQKQNVGGGRLEDTLVQSGKLSPEMLARSLAAQLGYEFLDPIQ 397
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ..............MLTNLVAILRQAELISATQEQAVVTQVSASGTSVPEALLELSIFHAQELTEQLSHIFGLPETDLSR 66
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ..............MLTNLSTVLRQAGILTFSQEESLLEQVKASGISMPEALLSSGFFQSHELTEHLSSVFGLSCTSLNQ 66
NTDB id 1293 VP RS12240 WP 005479695.1 ..............MHSNLSTILRQKGLLTFSQEESLIEQVKASGISMPEALLSSGFFTSSELAEHLSSIFGLSQPELSQ 66
NTDB id 1043784 ACEI37 RS24860 WP 373378572.1 ......MTLGLALA....QSRRIAPALLAQLEQ.A.....AREKQSQLIDEIVGSGTMSAHDLALFAADKYQLPLLDLAQ 64
NTDB id 1110 NGFG RS09235 WP 003689817.1 ......MSVGLLRI........LVQNQVVTVEQ.AEHYYNESQAGKEVLPMLFSDGVISPKSLAALIARVFSYSILDLRH 65
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ......MALATEEYRLQGIGQLLVLEKLLDKTKAIELHKLAAAEKISLLQYIVKNKILSAEQIALTAAQNFGVPMLDINC 74
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ......MSALHTSPKFTGFFRRLVEEKHVSAATMQTALDAAKRAKQDTVAYLIEEVHLSPSLLAETISAEFAEPYFDLDV 74
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ......MSAFTTPPKFSGFIRRLVEEGYVNAQNMQQALEKAKKFKQDIVPYLIDNFSISPLTIAEIISLEFGEPLLDLGV 74
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NTDB id 1028 TT RS08215 WP 011173991.1 DPPDPGAPLLLPEDLCRRYGVFPHRLEGNRLVLLMKDPRNILALDDVRLALKRKGLNYEVAPAVATEAAITKLIERFYGK 477
NTDB id 1306 DR RS10060 WP 027479822.1 NPPDPKVALMIPEATARRYVVVPVRLQGNSLVVAMKDPRNVFALDDLKLITG.....KEILPAVMAEKDIIRLIERYFGE 472
NTDB id 1168 A1552VC RS11070 WP 000957200.1 YDYANLCQQLGLRELITRYDALPIAKQGNLLLLAVSDPTLLQAEEEFRFATG.....LQVELALADHRALQAAIRRLYGR 141
NTDB id 1401 DSB67 RS12665 WP 010643259.1 YEYASLCQTLGLRDLITRHNALPLNRTSSTLILAVADPTNLQAEDDFRFATG.....LQVELVLADFRELTAAIRRLYGR 141
NTDB id 1293 VP RS12240 WP 005479695.1 YEYASLCQQLGLRELITRHNALPLHRTPSTLLLAVADPTNQQAEDDFRFATG.....LQVELVLADFRELSTAIRRLYGR 141
NTDB id 1043784 ACEI37 RS24860 WP 373378572.1 YNLSKVPPALAGNREFHAHRLLPLGRRDNRLVLALSDPSNQAGLDAIRDKYK.....LPVEAVVVEHDKLMKHVRAAGEA 139
NTDB id 1110 NGFG RS09235 WP 003689817.1 YPRHRVLMGVLTEEQMVEFHCVPVFRRGDKVFFAVSDPTQMPQIQKTVSAAG.....IAVELVIVEDDQLAGLLDWVGSR 140
NTDB id 1251 GCO85 RS07725 WP 011946523.1 IDVGTIPVNLVNEKLIKRHAMVPLFSRGTNLYLATDDPSKQASLKEIQFHTG.....LNTHAIVVETDKLSALIDNLLTA 149
NTDB id 1058 ABD1 RS01615 WP 001274986.1 YDTSQIPKDLVDQKLILKHRILPLIQRGQILYVATSNPSNIEAIDAIRFNSK.....LLVEPVIVEHHKLEKVLGQHFAE 149
NTDB id 1018 ACIAD RS01685 WP 004920473.1 FDPALFLKDKIDEKLIQKYRIMPLVHRGHVLYVATSNPTNIEAMDAIRFNSK.....LKVEPIIVEHDKLERLLSEHFVE 149
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NTDB id 1028 TT RS08215 WP 011173991.1 AELSE..IAKE....FA.......K.......KQAEEEV..PSPLELDESAAQKFVKQVIREAFLQDASDIHIEPRQNDV 535
NTDB id 1306 DR RS10060 WP 027479822.1 KGFEK..LNKE....LA.......E.......RNKTQQSQEADLSVADESAIVQVVDSIIREAALQDASDIHIETTEDAV 532
NTDB id 1168 A1552VC RS11070 WP 000957200.1 SIQGAANQ..G.........KEISQDELANLVKVSDDELQSIEDLSQDDSPVSRFINQVLLDAVRKGASDIHFEPYENQY 210
NTDB id 1401 DSB67 RS12665 WP 010643259.1 SLGQEKSG..L.........KEINQDELAGLVDIGEDEIENIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYENMY 210
NTDB id 1293 VP RS12240 WP 005479695.1 SLSHEKSG..L.........KEINQEELASLVDVGADEIDNIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYEKMY 210
NTDB id 1043784 ACEI37 RS24860 WP 373378572.1 LGTL.KNISPVQA.....ERKMIEYDPVA....AAANPRNRTTADNIDDAPVVRFLQKLLTEAFHRGASDLHFEPFETFY 209
NTDB id 1110 NGFG RS09235 WP 003689817.1 STSLLQELGEGQE.....EE...............ESHTLYIDNEEAEDGPVPRFIHKTLSDALRSGASDIHFEFYEHNA 200
NTDB id 1251 GCO85 RS07725 WP 011946523.1 KESQ..GLSEYVEDSGDLEGLEISAD........DEDQDIDTATSVTDDAPIVKFVNKILLDAIRQGASDIHFEPYEREY 219
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ESSF..DFNDE...EFD...LDVNLDG.......PTAQEDEEEAPQGDEAPIVKYINKLLIDAIRMGASDLHFEPYEKSY 214
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ETHF..NFDTE...ELD...LDVEVDP.......HTTDDDDEDDKLKDEAPIVKYINKLLIDAIRMSASDLHFEPYEKSY 214
consensus * * ** * *** * ***************!** *!!!*!*!*** *

logo

K
Q
RI
VRFLYRQICVDGQAVI LHQVIRLPQEQYTIVNSVQANRSTQFLPAPAINKSLADSGQHI

V
A
L
L
R
A
S
D
G
Q
S
T
N
R

A
K
Q
R
V
I
L
I
M
T
S
A
T
S
A
V
R
V
L
IKI

V
L
M
G
S
G
H
N
Q
R
K

M
L
N
DIASEKRR I

L
VPQDGGRFMVIQRKFMYLLTRKEFKMILAQNSLPKDKDAKEKTRVQGKAEGDSRITKPTDALVIDLMFRLVNSSTCLPTSVLAWYFGE

NTDB id 1028 TT RS08215 WP 011173991.1 QVRLRIDGALRPYSTLPKGALNAVISVVKIMGGLNIAEKRLPQDGRVRYRE...........GAIDVDLRLSTLPTVYGE 604
NTDB id 1306 DR RS10060 WP 027479822.1 KVRYRIDGALREQNSFPKGAAQQIMARLKIMGHLDIAERRVPQDGRVRFKK...........GSIDLDLRLSTLPTVYGE 601
NTDB id 1168 A1552VC RS11070 WP 000957200.1 RIRLRCDGILVETQQPASHLSRRLAARIKILSKLDIAERRLPQDGRIKLRLS..........RDTAIDMRVSTLPTLWGE 280
NTDB id 1401 DSB67 RS12665 WP 010643259.1 RVRLRCDGILIEIQQPPSHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLN..........QDTAIDMRVSTLPTLFGE 280
NTDB id 1293 VP RS12240 WP 005479695.1 RVRLRCDGILIETQQPPNHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLN..........QDTAIDMRVSTLPTLFGE 280
NTDB id 1043784 ACEI37 RS24860 WP 373378572.1 RIRFRVDGVLQEVARPPLDIRDKIATRIKVLSRLDISEKRVPQDGRMKLLIALPKDKDAKETVEKAVDFRVSTLPTLFGE 289
NTDB id 1110 NGFG RS09235 WP 003689817.1 RIRFRVDGQLREVVQPPIAVRGQLASRIKVMSRLDISEKRIPQDGRMQLTFQ.........KGGKPVDFRVSTLPTLFGE 271
NTDB id 1251 GCO85 RS07725 WP 011946523.1 RIRYRQDGILHEVATPPASLSSRITARIKVMSNLDISERRIPQDGGFKMKIS..........KSRAIDFRVSTCPTSAGE 289
NTDB id 1058 ABD1 RS01615 WP 001274986.1 RVRYRVDGVLRQIANPPLQLANRLASRLKVMSQMDISEKRVPQDGRIKLKLS..........KSKAIDFRVNSLPTLFGE 284
NTDB id 1018 ACIAD RS01685 WP 004920473.1 RVRYRVDGVLRLIATPPLQLATRLASRLKVMSQMDISEKRVPQDGRIKLKMS..........KSKTIDFRVNSLPTLFGE 284
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NTDB id 1028 TT RS08215 WP 011173991.1 KAVMRLLKKASDIPEIEDLGFAPGVFERFKEVISKPYGIFLITGPTGSGKSFTTFSILKRIATPDKNTQTIEDPVEYEIP 684
NTDB id 1306 DR RS10060 WP 027479822.1 KAVMRLLQKASNIPELEQLGFSEYNYARYTEIIERPNGIFLVTGPTGSGKSFTCFSTLKRIAKPEKNTTTIEDPIEYEVP 681
NTDB id 1168 A1552VC RS11070 WP 000957200.1 KIVLRLLDSSAANLDIDKLGYNPQQKQLYLNALKRPQGMILMTGPTGSGKTVSLYTGLRILNTSQINISTAEDPVEINLS 360
NTDB id 1401 DSB67 RS12665 WP 010643259.1 KIVLRLLDSSSAALDINKLGYSDSQKQLYLDALRRPQGMILMTGPTGSGKTVSLYTGLSILNKPEINISTAEDPVEIYLP 360
NTDB id 1293 VP RS12240 WP 005479695.1 KIVLRLLDSSSASLDIDKLGYSEQQKQLYLEALRRPQGMILMTGPTGSGKTVSLYTGLNILNKPEINISTAEDPVEINLS 360
NTDB id 1043784 ACEI37 RS24860 WP 373378572.1 KIVMRILESSSDKLDIDQLGYEPEQKALLLDVIKRPYGMVLVTGPTGSGKTVSLYTFLNLLNQGDINISTAEDPAEIQLP 369
NTDB id 1110 NGFG RS09235 WP 003689817.1 KVVMRILNSDAASLNIDQLGFEPFQKKLLLEAIHRPYGMVLVTGPTGSGKTVSLYTCLNILNTESVNIATAEDPAEINLP 351
NTDB id 1251 GCO85 RS07725 WP 011946523.1 KVVMRVLDSGAAKLGIEALGFNPVQRTNFLKAIQRPQGMILVTGPTGSGKTVTLYTALNILNTIEVNISTAEDPVEIKVP 369
NTDB id 1058 ABD1 RS01615 WP 001274986.1 KLVLRILDPSSAMLGIDALGYEEDQKALFMEALDKPQGMLLITGPTGSGKTVSLYTGLNILNTESSNISTAEDPVEINLE 364
NTDB id 1018 ACIAD RS01685 WP 004920473.1 KIVLRILDPASAMLGIDALGYEPEQKALFMEALNKPQGMLLITGPTGSGKTVSLYTGLNILNTEHANISTAEDPVEINLE 364
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NTDB id 1028 TT RS08215 WP 011173991.1 GINQTQVNPQAGLTFARALRAFLRQDPDIIMVGEIRDSETAKIATEAALTGHLVIATLHTNDAAQAITRLDEMGVEPFNI 764
NTDB id 1306 DR RS10060 WP 027479822.1 GIVQSQVNNSTGMTFARALRAFLRQDPDIIFVGEIRDQETAKIAVEAALTGHMVLATLHTNDAPGAVTRLEEMGIENFNI 761
NTDB id 1168 A1552VC RS11070 WP 000957200.1 GINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLETAEIAVKAAQTGHLVLSTLHTNSAAETVIRLANMGVEPFNL 440
NTDB id 1401 DSB67 RS12665 WP 010643259.1 GINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETVIRLSNMGVESFNL 440
NTDB id 1293 VP RS12240 WP 005479695.1 GINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETIIRLSNMGVESFNL 440
NTDB id 1043784 ACEI37 RS24860 WP 373378572.1 GINQVNVNDKAGLTFATALRSFLRQDPDIIMVGEIRDLETADISIKAAQTGHLVLSTLHTNDAPTTLTRLMNMGVAAFNI 449
NTDB id 1110 NGFG RS09235 WP 003689817.1 GINQVNVNDKQGLTFAAALKSFLRQDPDIIMVGEIRDLETADIAIKAAQTGHMVFSTLHTNNAPATLSRMLNMGVAPFNI 431
NTDB id 1251 GCO85 RS07725 WP 011946523.1 GINQVNINPKAGLTFSGALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVLSTLHTNSAAETLNRLVNMGIPTFNI 449
NTDB id 1058 ABD1 RS01615 WP 001274986.1 GINQVNVNPKVGLTFAAALKSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHMVMSTLHTNSAPETLTRLRNMGVPSFNI 444
NTDB id 1018 ACIAD RS01685 WP 004920473.1 GVNQVNVNPKVGLTFAAALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVMSTLHTNNAAETLTRLRNMGVASFNI 444
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NTDB id 1028 TT RS08215 WP 011173991.1 SAALIGVLSQRLVRRVCEHCKVEVK.PDPETLRRLGLSEAEIQG..ARLYKGMGCERCGGTGYKGRYAIHELLVVDDEIR 841
NTDB id 1306 DR RS10060 WP 027479822.1 SAAVMGVLAQRLVRRVCSECKQPTN.ADPEVLRRLGISERDIRG..ANLMRGTGCPRCGGTGYKGRMGIHELMVMDDSLR 838
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ASSLSLIIAQRLARRLCKHCKIAVR.PSALLQSQFAFQPNEI....LYEANAAGCNECT.GGYSGRVGIYEVMAFNTELA 514
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ASSLSLIIAQRLARKLCPYCRQPQE.PNSQLQH.IGIANTEQ....IFQANPDGCNECT.HGYSGRTGIYEVMKFDESLS 513
NTDB id 1293 VP RS12240 WP 005479695.1 ASSLSLIIAQRLARKLCPYCKQPQE.HTVQLQH.LGIQTTDN....IFRANPDGCNECT.HGYSGRTGIYEVMRFDESLS 513
NTDB id 1043784 ACEI37 RS24860 WP 373378572.1 ASSVLMITAQRLARRLCS.CKREGEIPR.EALLEAGFREHDLDG.SWQPYHPVGCERCNGSGYKGRCGIYQVMPITEAMQ 526
NTDB id 1110 NGFG RS09235 WP 003689817.1 ASSVSLIMAQRLLRRLCSSCKQEVERPSASALKEVGFTDEDLAK.DWKLYRAVGCDRCRGQGYKGRAGVYEVMPISEEMQ 510
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ASSVTLIIAQRLARKLCNQCKAVRDDFTNQGLIELGFKEADLV..NLKLYKAVGCEQCT.SGYRGRVGLFEVLPMTKELG 526
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ATSVNLVIAQRLARRLCSQCKIPA.DIPKQSLLEMGFTEQDLAHPDFRVFQPVGCLECR.EGYKGRVGIYEVMKVTPEIS 522
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ATSVNLVIAQRLARRLCSQCKRPI.QVPERSLLEMGFTPEDLAQPEFQIFEPVGCHDCR.EGYKGRVGIYEVMKITPEIS 522
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NTDB id 1028 TT RS08215 WP 011173991.1 HAIVAGKSATEIKEIAR.RKGMKTLREDGLYKALQGITTLEEVLARTIE 889
NTDB id 1306 DR RS10060 WP 027479822.1 RTIGAGRPAAEIRDVALGESGLRSLRQDGIEKALQGLTTLEEVLAVTAS 887
NTDB id 1168 A1552VC RS11070 WP 000957200.1 EAIMQRASIHQIERLAK.ANGMQTLQESGLEKLREGITSFAELQRVLYF 562
NTDB id 1401 DSB67 RS12665 WP 010643259.1 EALIKGASVHELEKLAI.ANGMQTLQMSGIEKLKQGITSFRELQRVLYF 561
NTDB id 1293 VP RS12240 WP 005479695.1 EALIKGASVHELEKLAI.ANGMSTLQMSGIEKLKQGITSFSELQRVLYF 561
NTDB id 1043784 ACEI37 RS24860 WP 373378572.1 EIILAHGTALQIAEQAR.KDGVLSLREAGLLKVRQGVTSLEEVLATTNT 574
NTDB id 1110 NGFG RS09235 WP 003689817.1 RVIMNNGTEVGILDVAY.KEGMVDLRRAGILKIMQGITSLEEVTANTND 558
NTDB id 1251 GCO85 RS07725 WP 011946523.1 QLIMSGGNSLDILKLAQ.SEGMLTIFQSGIEKVKEGITTIEEVNRVTVD 574
NTDB id 1058 ABD1 RS01615 WP 001274986.1 KIIMEDGNALEIAAASE.KLGFNNLRRSGLKKVMQGVTSLQEVNRVTSE 570
NTDB id 1018 ACIAD RS01685 WP 004920473.1 KIIMEDGNALEIAATAE.TLGFNNLRRSGLKKVMQGVTSLQEINRVTSE 570
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X non conserved

X similar

X ≥ 50% conserved


