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NTDB id 1043774 ACEI37 RS16455 WP 373379773.1 MRRFVVAFVAGCWTLQQQSTLPQAHGLRLGAALLALCGI..GVALWGRRLPAMLQGLVLAVLAFAMAFCWAGWRAELRLR 78
NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPAL...LGLACLLAMALLRRGARLPRLVPVM.AVLAAACAGFGWSDWRAQQRLS 76
consensus !! ***!!!!! !! * !** * * !***! ! ***** ! !!! *** ** * ! * *!*! !!! !!
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NTDB id 1043774 ACEI37 RS16455 WP 373379773.1 EWLPVALEARDLDVRGVVSGLPTQTVTGTRFAFTVEQSAGSDAWLPGRVILNW...................RDAPPALS 139
NTDB id 1426 RS RS05575 WP 011001070.1 VVLAPAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAV.PPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQ 155
consensus !**! !**!* !!! !! ! *!!! ! *! ! * !! *!*!! ! !*******************! **! !

logo PGQRFWQTLTLRLKRRPHRGSLAMNPFGGFDGYAEYAWLMLADQDGVYGRAATGYVRYRTAGHKGRAPPRNALMGEQADADAGSESGRLVAGLWR I
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NTDB id 1043774 ACEI37 RS16455 WP 373379773.1 PGQRFTLTLRLRRPRGLANPFGFDYAYWLLAQGYGATGYVRRAHGPP.....QDAASERLAWRIEAWRAAVRDHLRAALP 214
NTDB id 1426 RS RS05575 WP 011001070.1 PGQRWQLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALP 235
consensus !!!!* !!!!!*!!* ! !! !!! ! *!! ! !!! ** ******* ! ** !*! !!!!!! !! !!!!
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NTDB id 1043774 ACEI37 RS16455 WP 373379773.1 AGARYGAVLVALVIGDQRGIEAEDWQLFRRTGVSHLVAISGLHITMVAGMAASLTGLLWRHSLGLGRCLRRPLPLWLPAR 294
NTDB id 1426 RS RS05575 WP 011001070.1 E.ARYAPVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQ 314
consensus *!!!**!*!!!!*!!! !! !! !!!!!*!!!! !!!!!!!!*!!* * ! !!!*! !!*!*!! !!!! *!!
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NTDB id 1043774 ACEI37 RS16455 WP 373379773.1 QAALVMAVATALGYGMLAGMQIPALRTVAMLCVAAVAVWGARAPPASVVLACAALVALLVDPWAVMLPGFWLSFGAVAVI 374
NTDB id 1426 RS RS05575 WP 011001070.1 RAGAVAAMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVI 394
consensus !* ! !*! ! *!**!!!! *!! !!* !!* !!! * ! *! !* !**!! * !!!!!!!! *! !!!!!!!!!!
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NTDB id 1043774 ACEI37 RS16455 WP 373379773.1 FFAARPGRDA....AMAGRWQ.RLRATLAAGARTQWAVTIGLVPLTLLLFGQVSVVSPFANAVAIPVVSLLVTPLALLGA 449
NTDB id 1426 RS RS05575 WP 011001070.1 FLAARIVAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGT 474
consensus ! !!!* **** * !**! ! **!! ! !!! !!*!!!!!!! !!!!!!* !!!*!!!!!! * !!!!!*!
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NTDB id 1043774 ACEI37 RS16455 WP 373379773.1 ALPLWLAAPVMTFAHFAMQWLAAVLQWFAMLPGAMWEAASAGPVALLLAALGVALLVAPVA..SARLRRHGGLLMLPMLV 527
NTDB id 1426 RS RS05575 WP 011001070.1 ALPEPWSQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLL 554
consensus !!! * !!* *!* !! * ! !***! *! !* !** ! !! *!!*!!* ! *** ! *!**!*!!!!*
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NTDB id 1043774 ACEI37 RS16455 WP 373379773.1 ARGPPVAEGQFRAVMFDVGQGTAVLVRTRSHALLYDTGPGYASGSSAGAQVVVPLLRAEGVTRLDHLMVSHEDIDHAGGV 607
NTDB id 1426 RS RS05575 WP 011001070.1 ARAPAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGT 634
consensus !!*!****! !! ! !!*!!! ! !! ! ! !!*!!!! * !* !*!! !!**!! *!*!*!!!!! !!!!!
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NTDB id 1043774 ACEI37 RS16455 WP 373379773.1 ADIAGTVDVVARSTGAPAGHPLLGAPYPGAGPAEWSPCAAGQGWEWDGVRFAVLHPLPEQSQQAAIASNARSCVLRVDTA 687
NTDB id 1426 RS RS05575 WP 011001070.1 ETVMAGVPVRTMLASLPPGHGLERQA..RALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANA 712
consensus * * !*! !*!!*! *** ! * !* *! !!! ! !!!! ! *!*!** *! !!* !!!!!!!!!* !
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NTDB id 1043774 ACEI37 RS16455 WP 373379773.1 AHSLLLTGDIGLAQERALIGRMPAEALRADVLVVAHHGSATSSGADWIEAVGPAAAVFQLGYGNRYRHPNAEVWERFGRA 767
NTDB id 1426 RS RS05575 WP 011001070.1 RYAAMLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGAR 792
consensus * *! !!!! !!! !!!* **! ! !!*!*!*!!!! !!! * ***!! * !!!!*!! !!! !!** !! !*!
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NTDB id 1043774 ACEI37 RS16455 WP 373379773.1 GIPRYRTDETGAVTMDTARAGYTLSMFRQAEPRYWRERPAAPR............ 810
NTDB id 1426 RS RS05575 WP 011001070.1 GIERLRTDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
consensus !!*! !!! !!!! **! * * ! !!!! * * ************
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