logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

124 BSU 16930 NP 389575.2

462 GPW51 RS00385 WP 012774894.1

412 SMU RS09535 WP 002262393.1
1043737 ACD268 RS09515 WP 000642707.1
170 SP RS09755 WP 000642718.1

280 KZH43 RS08670 WP 000642700.1

205 SPR RS08830 WP 000642700.1

239 SPD RS09270 WP 000642701.1

538 SMSK321 RS11060 WP 000642686.1
510 SM12261 RS08320 WP 000642690.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

124 BSU 16930 NP 389575.2

462 GPW51 RS00385 WP 012774894.1

412 SMU RS09535 WP 002262393.1
1043737 ACD268 RS09515 WP 000642707.1
170 SP RS09755 WP 000642718.1

280 KZH43 RS08670 WP 000642700.1

205 SPR RS08830 WP 000642700.1

239 SPD RS09270 WP 000642701.1

538 SMSK321 RS11060 WP 000642686.1
510 SM12261 RS08320 WP 000642690.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

124 BSU 16930 NP 389575.2

462 GPW51 RS00385 WP 012774894.1

412 SMU RS09535 WP 002262393.1
1043737 ACD268 RS09515 WP 000642707.1
170 SP RS09755 WP 000642718.1

280 KZH43 RS08670 WP 000642700.1

205 SPR RS08830 WP 000642700.1

239 SPD RS09270 WP 000642701.1

538 SMSK321 RS11060 WP 000642686.1
510 SM12261 RS08320 WP 000642690.1

consensus

R AV TEITATIGHAERAE ONEUAY Nl s L TE)

INIICKAETTAVG E LIBGQIEINTNAQF SIQNLAEIGV V  BITAVGDNIgXRLYEN
MAMKAE IAVGTEILTGQI NTNAQFLSEK@AE G DVYFJSITAVGDNEMRLLSHLE ASERSEK V LEGGLGPTEDDL
MAMK EITAVGTEILTGQIVNTN QFLSEKWJAE G DVYFQTAVGDNEJMRLLS LIJIAR{ RSPL L{EGGLGPTEDDL

AMKAEITAVGTEILTGQIVNTNAQFLSEKLAEIGVDVYFQTAVGDNEVRLLSLLETIASQRSSLVILTGGLGPTEDDL

BAMKAEITAVGTEILTGQIVNTNAQFLSEKLAEIGVDVYFQTAVGDNEVRLLSLLETASQRSSLVILTGGLGPTEDDL

.MKAEIIAVGTEILTGQIVNTNAQFLSEKLAEIGVDVYFQTAVGDNEVRLLSLLEIASQRSSLVILTGGLGiTEDDL
A

:.MKAEIIAVGTEILTGQIVNTNAQFLSEKLAEIGVDVYFQTAVGDNEVRLLSLLEIASQRSSLVILTGGLG TEDDL
AMKAEITAVGTEILTGQIVNTNAQFLSEKLAEIGVDVYFQTAVGDNEVRLLSLLETASQRSSLVILTGGLGETEDDL

MMKAEITAVGTEILTGQIVNTNAQFLSEKLAEIGVDVYFQTAVGDNERLLSLLEIASQRSSLVILTGGLGPTEDDL
[ e I e R R e I I e e ey Y e e ey I I Y Ry Y Ry oy NN

ALt P, ko ERNE T A T

Q
TKQTLAKFLGKALVFDPQAQEKLDIFFALRPDYARTPNNERQAQIVEGAIPLPNETGLAVGGKLEVDGVTYVVLPGPPSE
TKQTLAKFLGKALVFDPQAQEKLDIFFLRPDYARTPNNERQAQIVEGAIPLPNETGLAVGGKLEVDGVTYVVLPGPPSE

TKQTLAKFLGKALVFDPQAQEKLDIFFALRPDYARTPNNERQAQIVEGAIPLPNETGLAVGGKLEVDGVTYVVLPGPPSE
TKQTLAKFLGKALVFDPQAQEKLDIFFALRPDYARTPNNERQAQIVEGAIPLPNETGLAVGGKLEVDGVTYVVLPGPPSE
TKQTLAKFLGKALVFDPQAQEKLDIFFALRPDYARTPNNERQEQIVEGAIPLPNETGLAVGGKLEVDGVTYVVLPGPPSE
TKQTLAKFLGKIBLVFDPQAQEKLD FFANRPDYARTPNNERQAQIVEGARPLPNETGLAVGGHLEVDGVTYVVLPGPPSE
TKQTLAKFLGKIMLVFDPQAQEKLD FFANRPDYARTPNNERQAQ VEGAIPLPNETGLAVGGMLEVDGVTYVVLPGPPSE

el T ST DT TR TR

BTGSKLYSRVLRFFGIGESQLVTILADLIDNQMDPTLAPYAKTGEVTLRLSTKASSQEEANQA
BTGSKLYSRVLRFFGIGESQLVTILADLIDNQMDPTLAPYAKTGEVTLRLSTKASSQEEANQA
MNTGSKLYSRVLRFFGIGESQLVTILADLIDNQMDPTLAPYAKTGEVTLRLSTKASSQEEANQA
M TGSKLYSRVLRFFGIGESQLVTILADLIDNQMDPTLAPYAKTGEVTLRLSTKASSQEEANQA
M TGSKLYSRVLRFFGIGESQLVTILADLIDNQMDPTLAPYAKTGEVTLRLSTKASSQEEANQA
BTGSKLYSRVLRFFGIGESQLVTIL DLIDNQEDPTLAPYAKTGEVTLRLSTKASSQEEANQLY

N TGSKLEISRVLRFFGIGESQLVTIL DLIDNQWDPTLAPYAKTGEVTLRLSTKASSQEEANQ|Y
I N N NN N NN ey R e e R I R I R R I I R I R Ry et

159
156
156
156
156
156
156
156
156
156

239
233
233
232
232
232
232
232
232
232



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

124
462
412

1043737 ACD268 RS09515 WP 000642707.1

170
280
205
239
538
510

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

124
462
412

1043737 ACD268 RS09515 WP 000642707.1

170
280
205
239
538
510

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

124
462
412

1043737 ACD268 RS09515 WP 000642707.1

170
280
205
239
538
510

consensus

BSU 16930 NP 389575.2
GPW51 RS00385 WP 012774894.1
SMU RS09535 WP 002262393.1

SP RS09755 WP 000642718.1
KZH43 RS08670 WP 000642700.1
SPR RS08830 WP 000642700.1

SPD RS09270 WP 000642701.1
SMSK321 RS11060 WP 000642686.1
SM12261 RS08320 WP 000642690.1

BSU 16930 NP 389575.2
GPW51 RS00385 WP 012774894.1
SMU RS09535 WP 002262393.1

SP RS09755 WP 000642718.1
KZH43 RS08670 WP 000642700.1
SPR RS08830 WP 000642700.1

SPD RS09270 WP 000642701.1
SMSK321 RS11060 WP 000642686.1
SM12261 RS08320 WP 000642690.1

BSU 16930 NP 389575.2
GPW51 RS00385 WP 012774894.1
SMU RS09535 WP 002262393.1

SP RS09755 WP 000642718.1
KZH43 RS08670 WP 000642700.1
SPR RS08830 WP 000642700.1

SPD RS09270 WP 000642701.1
SMSK321 RS11060 WP 000642686.1
SM12261 RS08320 WP 000642690.1

Dbl greec sla0E. | e Les e LA

2 ~

ML e 1

LDILENQILDCQTFEGISLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVANFSGVSSIFKGGFVTYS
LDILENQILDCQTFEGISLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVANFSGVSSIFKGGFVTYS

INGGFVTYS

1 oskokosk | oskosk | ook ok ok sk ok sk ok ok ok ok sk koskokok ok | k11 skokokok ok ok ok * %k 1% | [ * % % % kkkk k11

e 0Pl e Ser7hck ApoeRer TR LT DL TV ATV

SxoBRLIRS
N VQNV.G.KKET.RF.A-KECSELKGVQKLGIF QECEE PEHTS ANC K ERJHEF HF
S . VT K| TISD N V

EEK RML[TPIga L LHGVVSAFTA KMAEJ] RIMITQ D ISLTGVAGPDSLEGWPRAGTVFIGL FRESITINIKVEIG
LEEKSRMLDIPAKNLEEHGVVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHPVGTVFIGLAQDQGTEVIKVNIG
LEEKSRMLDIPAKNLEEHGVVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHPVGTVFIGLAQDQGTEVIKVNIG
LEEKSRMLDIPAKNLEEHGVVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHPVGTVFIGLAQDQGTEVIKVNIG
LEEKSRMLDIPAKNLEEHGVVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHPVGTVFIGLAQDQGTEVIKVNIG
LEEKSRMLDIPAKNLEEHGVVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHPVGTVFIGLAQDQGTEVIKVNIG
LEEKS MLDIPJK LEENGVVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHPRGTVFIGLAQ BIGTEVIKVNIG

* * * % * % k * * 1 sk %k %k 5k k k | % | | | * %k * *

416
393
418
418
418
418
418
418
418
418

X non conserved
B similar
>507% conserved

311
308
308
312
312
312
312
312
312
312

391
370
388
392
392
392
392
392
392
392



