logo

NTDB id 496 SM12261 RS02330 WP 000608383.1
NTDB id 524 SMSK321 RS08155 WP 000565601.1
NTDB id 266 KZH43 RS07930 WP 000565010.1

NTDB id 225 SPD RS08500 WP 000565010.1

NTDB id 191 SPR RS08095 WP 000565010.1

NTDB id 1043700 ACD268 RS02425 WP 330789183.1
NTDB id 156 SP RS08975 WP 000565004.1
consensus

logo

NTDB id 496 SM12261 RS02330 WP 000608383.1
NTDB id 524 SMSK321 RS08155 WP 000565601.1
NTDB id 266 KZH43 RS07930 WP 000565010.1

NTDB id 225 SPD RS08500 WP 000565010.1

NTDB id 191 SPR RS08095 WP 000565010.1

NTDB id 1043700 ACD268 RS02425 WP 330789183.1
NTDB id 156 SP RS08975 WP 000565004.1
consensus

logo

NTDB id 496 SM12261 RS02330 WP 000608383.1
NTDB id 524 SMSK321 RS08155 WP 000565601.1
NTDB id 266 KZH43 RS07930 WP 000565010.1

NTDB id 225 SPD RS08500 WP 000565010.1

NTDB id 191 SPR RS08095 WP 000565010.1

NTDB id 1043700 ACD268 RS02425 WP 330789183.1
NTDB id 156 SP RS08975 WP 000565004.1
consensus

I

A

e

s b Q)

SRR I IR |

MI MYFFLVGSILASFLGLVIDRFPEQSII[M¥ASHCDSCEITIJLRPLDLIPILSQVFNRFRCRYCKVRYPVWYAIJFELGLG
MIDMYFFLVGSILASFLGLVIDRFPEQSIIS|JASHCDSCQTRLRPLDLIPILSQVFN FRCRYCKINJYPVWYALIRELGLG
MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTRLRPLDLIPILSQVFNRF@CRYCKVRYPVWYALFELGLG
MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTRLRPLDLIPILSQVFNRFMCRYCKVRYPVWYALFELGLG

MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTRLRPLDLIPILSQVFNRFMCRYCKVRYPVWYALFELGLG
MIDFYFFL GSILASFLGLVIDRFPEQSIISSASHCDSCQTIJLRPLDLIPILSQVFNRFRCRYCKVRYPVWYALFELGLG

I T N

LHUSE LA TR MR ALY T LSS DV DR AR
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K non conserved
B similar
Bl >50% conserved
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