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NTDB id 1028 TT RS08215 WP 011173991.1 EALKEALEVQKGLPRAKPLGEILVELGLARPEDVEEALQK.QRRGGGRLEDTLVQSGKLRPEALAQAVATQLGYPYVDPE 396
NTDB id 1306 DR RS10060 WP 027479822.1 DQLREALQVQAREGKVKPLGEVITELGFASPDEVDSALQK.QNVGGGRLEDTLVQSGKLSPEMLARSLAAQLGYEFLDPI 396
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ..............MLTNLVAILRQAELISATQEQAVVTQ.VSASGTSVPEALLELSIFHAQELTEQLSHIFGLPETDLS 65
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ..............MLTNLSTVLRQAGILTFSQEESLLEQ.VKASGISMPEALLSSGFFQSHELTEHLSSVFGLSCTSLN 65
NTDB id 1293 VP RS12240 WP 005479695.1 ..............MHSNLSTILRQKGLLTFSQEESLIEQ.VKASGISMPEALLSSGFFTSSELAEHLSSIFGLSQPELS 65
NTDB id 1110 NGFG RS09235 WP 003689817.1 ..............MSVGLLRILVQNQVVTVEQAEHYYNE..SQAGKEVLPMLFSDGVISPKSLAALIARVFSYSILDLR 64
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ......MALATEEYRLQGIGQLLVLEKLLD.KTKAIELHKLAAAEKISLLQYIVKNKILSAEQIALTAAQNFGVPMLDIN 73
NTDB id 1043564 ABNX08 RS18765 WP 349607170.1 ..............MTLGL..ALAQSRRIA.PALLAQLEQAAREKQSQLIDEIVGSGTMSAHDLALFAADKYQLPLLDLA 63
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NTDB id 1028 TT RS08215 WP 011173991.1 EDPPDPGAPLLLPEDLCRRYGVFPHRLEGNRLVLLMKDPRNILALDDVRLALKRKGLNYEVAPAVATEAAITKLIERFYG 476
NTDB id 1306 DR RS10060 WP 027479822.1 QNPPDPKVALMIPEATARRYVVVPVRLQGNSLVVAMKDPRNVFALDDLKLITG.....KEILPAVMAEKDIIRLIERYFG 471
NTDB id 1168 A1552VC RS11070 WP 000957200.1 RYDYANLCQQLGLRELITRYDALPIAKQGNLLLLAVSDPTLLQAEEEFRFATG.....LQVELALADHRALQAAIRRLYG 140
NTDB id 1401 DSB67 RS12665 WP 010643259.1 QYEYASLCQTLGLRDLITRHNALPLNRTSSTLILAVADPTNLQAEDDFRFATG.....LQVELVLADFRELTAAIRRLYG 140
NTDB id 1293 VP RS12240 WP 005479695.1 QYEYASLCQQLGLRELITRHNALPLHRTPSTLLLAVADPTNQQAEDDFRFATG.....LQVELVLADFRELSTAIRRLYG 140
NTDB id 1110 NGFG RS09235 WP 003689817.1 HYPRHRVLMGVLTEEQMVEFHCVPVFRRGDKVFFAVSDPTQMPQIQKTVSAAG.....IAVELVIVEDDQLAGLLDWVGS 139
NTDB id 1251 GCO85 RS07725 WP 011946523.1 CIDVGTIPVNLVNEKLIKRHAMVPLFSRGTNLYLATDDPSKQASLKEIQFHTG.....LNTHAIVVETDKLSALIDNLLT 148
NTDB id 1043564 ABNX08 RS18765 WP 349607170.1 QYNLNKVPPALAGNREFHAHRLLPLGRRENRLVLATSDPSNQAGLDAIKEKYK.....LPVEAVVVEHDKLMKHVRSAGE 138
NTDB id 1058 ABD1 RS01615 WP 001274986.1 VYDTSQIPKDLVDQKLILKHRILPLIQRGQILYVATSNPSNIEAIDAIRFNSK.....LLVEPVIVEHHKLEKVLGQHFA 148
NTDB id 1018 ACIAD RS01685 WP 004920473.1 VFDPALFLKDKIDEKLIQKYRIMPLVHRGHVLYVATSNPTNIEAMDAIRFNSK.....LKVEPIIVEHDKLERLLSEHFV 148
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NTDB id 1028 TT RS08215 WP 011173991.1 KAELSEI.......AKEFAK.....KQAEEEV..PSPLELDESAAQKFVKQVIREAFLQDASDIHIEPRQNDVQVRLRID 542
NTDB id 1306 DR RS10060 WP 027479822.1 EKGFEKL.......NKELAE.....RNKTQQSQEADLSVADESAIVQVVDSIIREAALQDASDIHIETTEDAVKVRYRID 539
NTDB id 1168 A1552VC RS11070 WP 000957200.1 RSIQGAANQGKEISQDELAN...LVKVSDDELQSIEDLSQDDSPVSRFINQVLLDAVRKGASDIHFEPYENQYRIRLRCD 217
NTDB id 1401 DSB67 RS12665 WP 010643259.1 RSLGQEKSGLKEINQDELAG...LVDIGEDEIENIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYENMYRVRLRCD 217
NTDB id 1293 VP RS12240 WP 005479695.1 RSLSHEKSGLKEINQEELAS...LVDVGADEIDNIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYEKMYRVRLRCD 217
NTDB id 1110 NGFG RS09235 WP 003689817.1 RSTSLLQ............ELGEGQEEEESHTLYIDNEEAEDGPVPRFIHKTLSDALRSGASDIHFEFYEHNARIRFRVD 207
NTDB id 1251 GCO85 RS07725 WP 011946523.1 AKESQ.GLSEYVEDSGDLEGLEIS.ADDEDQDIDTATSVTDDAPIVKFVNKILLDAIRQGASDIHFEPYEREYRIRYRQD 226
NTDB id 1043564 ABNX08 RS18765 WP 349607170.1 ALGTLKNISPVQVERKLI.EYD.PVAAASAQRNRTAAEAIDDAPVVRFLQKLLTEAFHRGASDLHFEPFETFYRIRFRVD 216
NTDB id 1058 ABD1 RS01615 WP 001274986.1 EES......SFDFNDEEF.DLDVNLDGPTAQEDEEEAPQGDEAPIVKYINKLLIDAIRMGASDLHFEPYEKSYRVRYRVD 221
NTDB id 1018 ACIAD RS01685 WP 004920473.1 EET......HFNFDTEEL.DLDVEVDPHTTDDDDEDDKLKDEAPIVKYINKLLIDAIRMSASDLHFEPYEKSYRVRYRVD 221
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NTDB id 1028 TT RS08215 WP 011173991.1 GALRPYSTLPKGALNAVISVVKIMGGLNIAEKRLPQDGRVRYREG...........AIDVDLRLSTLPTVYGEKAVMRLL 611
NTDB id 1306 DR RS10060 WP 027479822.1 GALREQNSFPKGAAQQIMARLKIMGHLDIAERRVPQDGRVRFKKG...........SIDLDLRLSTLPTVYGEKAVMRLL 608
NTDB id 1168 A1552VC RS11070 WP 000957200.1 GILVETQQPASHLSRRLAARIKILSKLDIAERRLPQDGRIKLRLSR..........DTAIDMRVSTLPTLWGEKIVLRLL 287
NTDB id 1401 DSB67 RS12665 WP 010643259.1 GILIEIQQPPSHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ..........DTAIDMRVSTLPTLFGEKIVLRLL 287
NTDB id 1293 VP RS12240 WP 005479695.1 GILIETQQPPNHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ..........DTAIDMRVSTLPTLFGEKIVLRLL 287
NTDB id 1110 NGFG RS09235 WP 003689817.1 GQLREVVQPPIAVRGQLASRIKVMSRLDISEKRIPQDGRMQLTFQKG.........GKPVDFRVSTLPTLFGEKVVMRIL 278
NTDB id 1251 GCO85 RS07725 WP 011946523.1 GILHEVATPPASLSSRITARIKVMSNLDISERRIPQDGGFKMKISK..........SRAIDFRVSTCPTSAGEKVVMRVL 296
NTDB id 1043564 ABNX08 RS18765 WP 349607170.1 GVLQEVARPPLDIRDKIATRIKVLSRLDISEKRVPQDGRMKLLLSLPKDKDAKETVEKAVDFRVSTLPTLFGEKIVMRIL 296
NTDB id 1058 ABD1 RS01615 WP 001274986.1 GVLRQIANPPLQLANRLASRLKVMSQMDISEKRVPQDGRIKLKLSK..........SKAIDFRVNSLPTLFGEKLVLRIL 291
NTDB id 1018 ACIAD RS01685 WP 004920473.1 GVLRLIATPPLQLATRLASRLKVMSQMDISEKRVPQDGRIKLKMSK..........SKTIDFRVNSLPTLFGEKIVLRIL 291
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NTDB id 1028 TT RS08215 WP 011173991.1 KKASDIPEIEDLGFAPGVFERFKEVISKPYGIFLITGPTGSGKSFTTFSILKRIATPDKNTQTIEDPVEYEIPGINQTQV 691
NTDB id 1306 DR RS10060 WP 027479822.1 QKASNIPELEQLGFSEYNYARYTEIIERPNGIFLVTGPTGSGKSFTCFSTLKRIAKPEKNTTTIEDPIEYEVPGIVQSQV 688
NTDB id 1168 A1552VC RS11070 WP 000957200.1 DSSAANLDIDKLGYNPQQKQLYLNALKRPQGMILMTGPTGSGKTVSLYTGLRILNTSQINISTAEDPVEINLSGINQVQV 367
NTDB id 1401 DSB67 RS12665 WP 010643259.1 DSSSAALDINKLGYSDSQKQLYLDALRRPQGMILMTGPTGSGKTVSLYTGLSILNKPEINISTAEDPVEIYLPGINQVQV 367
NTDB id 1293 VP RS12240 WP 005479695.1 DSSSASLDIDKLGYSEQQKQLYLEALRRPQGMILMTGPTGSGKTVSLYTGLNILNKPEINISTAEDPVEINLSGINQVQV 367
NTDB id 1110 NGFG RS09235 WP 003689817.1 NSDAASLNIDQLGFEPFQKKLLLEAIHRPYGMVLVTGPTGSGKTVSLYTCLNILNTESVNIATAEDPAEINLPGINQVNV 358
NTDB id 1251 GCO85 RS07725 WP 011946523.1 DSGAAKLGIEALGFNPVQRTNFLKAIQRPQGMILVTGPTGSGKTVTLYTALNILNTIEVNISTAEDPVEIKVPGINQVNI 376
NTDB id 1043564 ABNX08 RS18765 WP 349607170.1 ESSSDKLDIDQLGYEPEQKALLLDVIKRPYGMVLVTGPTGSGKTVSLYTFLNLLNQGDINISTAEDPAEIQLPGINQVNV 376
NTDB id 1058 ABD1 RS01615 WP 001274986.1 DPSSAMLGIDALGYEEDQKALFMEALDKPQGMLLITGPTGSGKTVSLYTGLNILNTESSNISTAEDPVEINLEGINQVNV 371
NTDB id 1018 ACIAD RS01685 WP 004920473.1 DPASAMLGIDALGYEPEQKALFMEALNKPQGMLLITGPTGSGKTVSLYTGLNILNTEHANISTAEDPVEINLEGVNQVNV 371
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NTDB id 1028 TT RS08215 WP 011173991.1 NPQAGLTFARALRAFLRQDPDIIMVGEIRDSETAKIATEAALTGHLVIATLHTNDAAQAITRLDEMGVEPFNISAALIGV 771
NTDB id 1306 DR RS10060 WP 027479822.1 NNSTGMTFARALRAFLRQDPDIIFVGEIRDQETAKIAVEAALTGHMVLATLHTNDAPGAVTRLEEMGIENFNISAAVMGV 768
NTDB id 1168 A1552VC RS11070 WP 000957200.1 QPKIGFGFAEALRSFLRQDPDVVMVGEIRDLETAEIAVKAAQTGHLVLSTLHTNSAAETVIRLANMGVEPFNLASSLSLI 447
NTDB id 1401 DSB67 RS12665 WP 010643259.1 QPKIGFGFAEALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETVIRLSNMGVESFNLASSLSLI 447
NTDB id 1293 VP RS12240 WP 005479695.1 QPKIGFGFAEALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETIIRLSNMGVESFNLASSLSLI 447
NTDB id 1110 NGFG RS09235 WP 003689817.1 NDKQGLTFAAALKSFLRQDPDIIMVGEIRDLETADIAIKAAQTGHMVFSTLHTNNAPATLSRMLNMGVAPFNIASSVSLI 438
NTDB id 1251 GCO85 RS07725 WP 011946523.1 NPKAGLTFSGALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVLSTLHTNSAAETLNRLVNMGIPTFNIASSVTLI 456
NTDB id 1043564 ABNX08 RS18765 WP 349607170.1 NDKAGLTFAAALRSFLRQDPDIIMVGEIRDLETADISIKAAQTGHLVLSTLHTNDAPTTLTRLMNMGVAPFNIASSVLMI 456
NTDB id 1058 ABD1 RS01615 WP 001274986.1 NPKVGLTFAAALKSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHMVMSTLHTNSAPETLTRLRNMGVPSFNIATSVNLV 451
NTDB id 1018 ACIAD RS01685 WP 004920473.1 NPKVGLTFAAALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVMSTLHTNNAAETLTRLRNMGVASFNIATSVNLV 451
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NTDB id 1028 TT RS08215 WP 011173991.1 LSQRLVRRVCEHCKVE.VKPDPETLRRLGLSEAEIQ..GARLYKGMGCERCGGTGYKGRYAIHELLVVDDEIRHAIVAGK 848
NTDB id 1306 DR RS10060 WP 027479822.1 LAQRLVRRVCSECKQP.TNADPEVLRRLGISERDIR..GANLMRGTGCPRCGGTGYKGRMGIHELMVMDDSLRRTIGAGR 845
NTDB id 1168 A1552VC RS11070 WP 000957200.1 IAQRLARRLCKHCKIA.VRPSALLQSQFAFQPNEIL....YEANAAGCNECT.GGYSGRVGIYEVMAFNTELAEAIMQRA 521
NTDB id 1401 DSB67 RS12665 WP 010643259.1 IAQRLARKLCPYCRQP.QEPNSQLQH.IGIANTEQI....FQANPDGCNECT.HGYSGRTGIYEVMKFDESLSEALIKGA 520
NTDB id 1293 VP RS12240 WP 005479695.1 IAQRLARKLCPYCKQP.QEHTVQLQH.LGIQTTDNI....FRANPDGCNECT.HGYSGRTGIYEVMRFDESLSEALIKGA 520
NTDB id 1110 NGFG RS09235 WP 003689817.1 MAQRLLRRLCSSCKQEVERPSASALKEVGFTDEDLA.KDWKLYRAVGCDRCRGQGYKGRAGVYEVMPISEEMQRVIMNNG 517
NTDB id 1251 GCO85 RS07725 WP 011946523.1 IAQRLARKLCNQCKAVRDDFTNQGLIELGFKEADLV..NLKLYKAVGCEQCT.SGYRGRVGLFEVLPMTKELGQLIMSGG 533
NTDB id 1043564 ABNX08 RS18765 WP 349607170.1 TAQRLARRLCT.CKRQ.GDLPHQALLDAGFREQDID.GSWQPFHPVGCERCNGSGYKGRCGIYQVMPITEAMQQIILSHG 533
NTDB id 1058 ABD1 RS01615 WP 001274986.1 IAQRLARRLCSQCKIP.ADIPKQSLLEMGFTEQDLAHPDFRVFQPVGCLECR.EGYKGRVGIYEVMKVTPEISKIIMEDG 529
NTDB id 1018 ACIAD RS01685 WP 004920473.1 IAQRLARRLCSQCKRP.IQVPERSLLEMGFTPEDLAQPEFQIFEPVGCHDCR.EGYKGRVGIYEVMKITPEISKIIMEDG 529
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NTDB id 1028 TT RS08215 WP 011173991.1 SATEIKEIAR.RKGMKTLREDGLYKALQGITTLEEVLARTIE 889
NTDB id 1306 DR RS10060 WP 027479822.1 PAAEIRDVALGESGLRSLRQDGIEKALQGLTTLEEVLAVTAS 887
NTDB id 1168 A1552VC RS11070 WP 000957200.1 SIHQIERLAK.ANGMQTLQESGLEKLREGITSFAELQRVLYF 562
NTDB id 1401 DSB67 RS12665 WP 010643259.1 SVHELEKLAI.ANGMQTLQMSGIEKLKQGITSFRELQRVLYF 561
NTDB id 1293 VP RS12240 WP 005479695.1 SVHELEKLAI.ANGMSTLQMSGIEKLKQGITSFSELQRVLYF 561
NTDB id 1110 NGFG RS09235 WP 003689817.1 TEVGILDVAY.KEGMVDLRRAGILKIMQGITSLEEVTANTND 558
NTDB id 1251 GCO85 RS07725 WP 011946523.1 NSLDILKLAQ.SEGMLTIFQSGIEKVKEGITTIEEVNRVTVD 574
NTDB id 1043564 ABNX08 RS18765 WP 349607170.1 TALQIAEQAR.KDGVLSLRDAGLLKVKQGVTSLEEVLATTNI 574
NTDB id 1058 ABD1 RS01615 WP 001274986.1 NALEIAAASE.KLGFNNLRRSGLKKVMQGVTSLQEVNRVTSE 570
NTDB id 1018 ACIAD RS01685 WP 004920473.1 NALEIAATAE.TLGFNNLRRSGLKKVMQGVTSLQEINRVTSE 570
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