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NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSF.....GWLLALAPVGLLLLPFRWR........PLAFFLFGLVWACLNAQWALDDRL 67
NTDB id 1043554 ABNX08 RS05600 WP 349609415.1 ...MLDTAAAG.....KLPAPHAL..RATALVLALLAIGMIMRGWRLHPALRSLALASLAFAAAFSWTAWRADLRMRDWL 70
NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVP.VMAVLAAACAGFGWSDWRAQQRLSVVL 79
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NTDB id 1199 PSJM300 12650 AFN78592.1 PVDLDGRTFWLEGQVTGLPDRRGDVVRFELEDIHS.RHAGLPSRIRLAWYG....................GPEIRSGER 126
NTDB id 1043554 ABNX08 RS05600 WP 349609415.1 PATLESRDLDVRGVVSGLPAGTAAGTRFAFTVEHAGANVQLPTRLIVNWRG...................APPDLRPGQR 131
NTDB id 1426 RS RS05575 WP 011001070.1 APAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQR 159
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NTDB id 1199 PSJM300 12650 AFN78592.1 WRLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLTVE..AHG 192
NTDB id 1043554 ABNX08 RS05600 WP 349609415.1 FTLTVRLRRPRGLANPFGFDYAYWLLALGYGATGYVRRAQGPPQ.....DATGERLAWRIEAQRAAMRDHLRAALPPDAR 206
NTDB id 1426 RS RS05575 WP 011001070.1 WQLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAAL.PEAR 238
consensus * !**!!*!! ***!! *!!*****!! **!*!*** * * ** * ** *****!***! *!**** ****

logo

F
R
Y

G
A
A
G
P

A
V
L
I
A
VALVI

VGDGQRSGLIAESAQTDADWEPRLRVLFQRDRTGTIVSHLMVASVI SGQLHVIGTML
IAGMLFLVAGYSAALVAVWALMALLWRHRSFGLGARWGL IRRTWPLPQLWRMLPW

A
L
Q
R

P
Q
R

W
A
G
A
A
C
L

NTDB id 1199 PSJM300 12650 AFN78592.1 RAGAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLLL.......ARWGIWP..QRLPWLPWAC 263
NTDB id 1043554 ABNX08 RS05600 WP 349609415.1 FGAVLVALVIGDQRGIEADDWPLFRRTGISHLVAISGLHITMIAGMVASAAALLWRHSFGLGRWLRRPLPLWLPARQAAL 286
NTDB id 1426 RS RS05575 WP 011001070.1 YAPVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGA 318
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NTDB id 1199 PSJM300 12650 AFN78592.1 GLAFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIF 343
NTDB id 1043554 ABNX08 RS05600 WP 349609415.1 VAAVASALTYGLLAGMQIPALRTVAMLCVAAIAVWGARAPPASVVLAWAALVALLLDPWAVMSPGFWLSFGAVAVIFFAA 366
NTDB id 1426 RS RS05575 WP 011001070.1 VAAMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAA 398
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NTDB id 1199 PSJM300 12650 AFN78592.1 RG.......RLGVPSWWR.......ALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLW 409
NTDB id 1043554 ABNX08 RS05600 WP 349609415.1 RPGR....DAVQDGRWQR.LRATLAAAAHTQWAVTIGLVPLTLLLFRQVSVVSPFANAVAIPVVSLLVTPLSLLAAALP. 440
NTDB id 1426 RS RS05575 WP 011001070.1 RIVAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTALP. 477
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NTDB id 1199 PSJM300 12650 AFN78592.1 VPWLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGV...PLRVLGTLLLAPLLFAPD 486
NTDB id 1043554 ABNX08 RS05600 WP 349609415.1 LALAVPVLVVAHQAMVWLAAALAWLSALQWAMWEAASAGP.VLLLAAMGVALLVAPAAT..ARVRLHGGLLMLPMVLARG 517
NTDB id 1426 RS RS05575 WP 011001070.1 EPWSQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARA 557
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NTDB id 1199 PSJM300 12650 AFN78592.1 SRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAI 565
NTDB id 1043554 ABNX08 RS05600 WP 349609415.1 PPVPHGEFRAVVLDVGQGTAVLVQTRSHALLYDAGPGYASGSSAGAQVVVPLLRGAGIGRLDHLMVSHEDADHAGGVADV 597
NTDB id 1426 RS RS05575 WP 011001070.1 PAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETV 637
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NTDB id 1199 PSJM300 12650 AFN78592.1 QRAMPVGAVLSGEPERL.......PAALDARSCRTGQRWTWNQVNFSVWRWPQ......ATNGNQASCVLMVEAAGERLL 632
NTDB id 1043554 ABNX08 RS05600 WP 349609415.1 SAAVAVVARSTGAPAGHALLGPER...EDCGPCAAGQQWAWDGVRFAVLHPLAGHAQRAVVASNARSCVLRVDTARHSLL 674
NTDB id 1426 RS RS05575 WP 011001070.1 MAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAM 717
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NTDB id 1199 PSJM300 12650 AFN78592.1 LTGDIDAQAERALVDG..GMEVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELH 710
NTDB id 1043554 ABNX08 RS05600 WP 349609415.1 LTGDIGLAEERALIEREPGAALRADVLVVAHHGSGTSSGAAWLDAVRPHAAVFQLGYANRYRHPQADVWERYGRAGILRY 754
NTDB id 1426 RS RS05575 WP 011001070.1 LAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERL 797
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NTDB id 1199 PSJM300 12650 AFN78592.1 DTAEHGALSLQLGAFGGA..RRMRDEPRFWREK................. 741
NTDB id 1043554 ABNX08 RS05600 WP 349609415.1 RTDETGAVTMTTSPAGYVLSIFRQAEPRYWRARPLAPR............ 792
NTDB id 1426 RS RS05575 WP 011001070.1 RTDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
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