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NTDB id 1043549 ABNX08 RS01685 WP 349605439.1 MFSFWKKRKAEPAPVEAPAPAPAPAEAPAPA..PTPAPAP.......APIPAPTPVPVP.VPTP......VPAQVPPPAP 64
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAG 80
consensus !!!!****! * ! *!* * *! * * *** *** ******** ***** * *!**!* ******* *! *!**!*
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NTDB id 1043549 ABNX08 RS01685 WP 349605439.1 APVAAPIPAPAPAPIPVPVPTPAEAL.ELVPPPAPTAEARQGWMHRLRTGLSKTSR....NIGTLFVGVKVDEALFEELE 139
NTDB id 1118 NGFG RS11455 WP 003696286.1 .EAAERVE.SAKEA..V.AETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELE 155
consensus ** ! *****!* ***!* *!**!!** * ***!*! !** !! *!!* !! !* **** ** *! ! * ! !*!!!!
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NTDB id 1043549 ABNX08 RS01685 WP 349605439.1 TALLMADAGVEATEYLLGELRKRVKSERIESAEGVKAALRDLLTQLLRPLEKTMALG.REQPLVMMIAGVNGAGKTTSIG 218
NTDB id 1118 NGFG RS11455 WP 003696286.1 TVLITGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIG 235
consensus ! !* *! !*!!!!!!* **! !! * * ***!!** ! !**!!!!** !** ! !*!*!!*!!!!!!!!!!
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NTDB id 1043549 ABNX08 RS01685 WP 349605439.1 KLCKHFQRYDQKVLLAAGDTFRAAAREQLTIWGERNNVTVVAQESGDPAAVIFDAVNAAKARGIDIVMADTAGRLPTQLH 298
NTDB id 1118 NGFG RS11455 WP 003696286.1 KLAKYFQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLH 315
consensus !!*!*!! !!!!!!!!!!!!!!!!! !! !!!!!!* ! *!!*!!!*!!!!*!!!!!!!!!!*!!!!!!!!!!!!
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NTDB id 1043549 ABNX08 RS01685 WP 349605439.1 LMEELKKVKRVISKAMPSAPHEVLLVIDANTGQNALQQTRAFDDALGLTGLIVTKLDGTAKGGILAAIARQRPVPVYFIG 378
NTDB id 1118 NGFG RS11455 WP 003696286.1 LMEEIKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIG 395
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NTDB id 1043549 ABNX08 RS01685 WP 349605439.1 VGEKVEDLQPFRADEFAEALLG 400
NTDB id 1118 NGFG RS11455 WP 003696286.1 VGEGIDDLRPFDARAFVDALLD 417
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