logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

358 SMU RS01425 WP 002263523.1

421 SGO RS10260 WP 012131060.1

483 SM12261 RS00275 WP 000668315.1
511 SMSK321 RS10730 WP 000668322.1
131 SP RS00255 WP 000668284 .1

1043473 ACD269 RS00265 WP 373380588.1
247 KZH43 RS00220 WP 000668290.1

206 SPD RS00235 WP 000668290.1

171 SPR RS00230 WP 000668290.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

358 SMU RS01425 WP 002263523.1

421 SGO RS10260 WP 012131060.1

483 SM12261 RS00275 WP 000668315.1
511 SMSK321 RS10730 WP 000668322.1
131 SP RS00255 WP 000668284 .1

1043473 ACD269 RS00265 WP 373380588.1
247 KZH43 RS00220 WP 000668290.1

206 SPD RS00235 WP 000668290.1

171 SPR RS00230 WP 000668290.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

358 SMU RS01425 WP 002263523.1

421 SGO RS10260 WP 012131060.1

483 SM12261 RS00275 WP 000668315.1
511 SMSK321 RS10730 WP 000668322.1
131 SP RS00255 WP 000668284.1

1043473 ACD269 RS00265 WP 373380588.1
247 KZH43 RS00220 WP 000668290.1

206 SPD RS00235 WP 000668290.1

171 SPR RS00230 WP 000668290.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

358 SMU RS01425 WP 002263523.1

421 SGO RS10260 WP 012131060.1

483 SM12261 RS00275 WP 000668315.1
511 SMSK321 RS10730 WP 000668322.1
131 SP RS00255 WP 000668284.1

1043473 ACD269 RS00265 WP 373380588.1
247 KZH43 RS00220 WP 000668290.1

206 SPD RS00235 WP 000668290.1

171 SPR RS00230 WP 000668290.1

consensus

oo S RO T N

MKQVIYVVLIVIAVNILLEITIKRVTKRGGTVSSSNPLPDGQSKLIFWEA:NYKL VIZARS T RIpIe{e!PIVINSIY A K HYEERIN ¢S i\

MMRPQVDOMDCGVASLAMVFGYYGSYYFLA
MRPQVDOMDCGVASLAMVFGYYGSYYFLA
MRRPQVDOMDCGVASLAMVEGYYGSYYFLA

BRPQVDOMDCGVASLAMVEFGYYGSYYFLA

R PQVDQMDCGVASLAMVFGYYGSYYFLA
N N NI

AR LA LAz RN T DL KL s A

MLREL KTIWWQNGTTALG VjalAl®Y GFETR IKADMTLEFDMUDLT PF |YHV K4 L{NHYYVVNGEI] [N

JLREQAKTTIYDGTTALGLVKVAE[Y NFETRAGKADM LFDLJ PF AH LK GKLLHYYVVTGQDKJ§ IHIADPDP[
HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPG
HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKESIHIADPDPG
HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPG
HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPG
HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPG
HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPG

HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPG
IR NN NN N R Ry o N I ey ey W

W AR L

VKLTKLPRERFEAEEWTGVTLFMAPSPDYKPHK QKNGLLSFIPILVKQRGLIANIVLATLLVT INIVGSYYLQSIIDTY]
VKLTKLPRERFE\EEWTGVTLFMAPSPDYKPHK QKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTY
VKLTKLPRERFEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTY]
VKLTKLPRERFEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTY]
VKLTKLPRERFEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTY]
VKLTKLPRERFEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTY]

VKLTKLPRERFEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTY]
ey NN NN e R I R e Y Ry Y R R R Y R Ry ey e e N e NN NN NN

AL ML DI SR\

AISEYLLEWVLSIARL\YIDVILSYIKH FQLPMSFFATRRTGEIPSRFTDAN[WNI I
VPDREIM TLG ISIGL IVYILQQ.LSYAQEYLLLVLGQRLSIDVILSYIKHVFQLPMSFFATRRTGEIVSRFTDANRII
VPDQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSII
VPDOQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSII
VPDQMRSTLGIISIGLVIVYIRJQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSII

VPDOQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSII
VPDOQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSII
VPDOQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSII
VPDOQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSII

160
116
116
116
116
116
116
116
116

240
196
196
196
196
196
196
196
196

320
276
276
276
276
276
276
276
276



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

358 SMU RS01425 WP 002263523.1

421 SGO RS10260 WP 012131060.1

483 SM12261 RS00275 WP 000668315.1
511 SMSK321 RS10730 WP 000668322.1
131 SP RS00255 WP 000668284 .1

1043473 ACD269 RS00265 WP 373380588.1
247 KZH43 RS00220 WP 000668290.1

206 SPD RS00235 WP 000668290.1

171 SPR RS00230 WP 000668290.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

358 SMU RS01425 WP 002263523.1

421 SGO RS10260 WP 012131060.1

483 SM12261 RS00275 WP 000668315.1
511 SMSK321 RS10730 WP 000668322.1
131 SP RS00255 WP 000668284 .1

1043473 ACD269 RS00265 WP 373380588.1
247 KZH43 RS00220 WP 000668290.1

206 SPD RS00235 WP 000668290.1

171 SPR RS00230 WP 000668290.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

358 SMU RS01425 WP 002263523.1

421 SGO RS10260 WP 012131060.1

483 SM12261 RS00275 WP 000668315.1
511 SMSK321 RS10730 WP 000668322.1
131 SP RS00255 WP 000668284.1

1043473 ACD269 RS00265 WP 373380588.1
247 KZH43 RS00220 WP 000668290.1

206 SPD RS00235 WP 000668290.1

171 SPR RS00230 WP 000668290.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

358 SMU RS01425 WP 002263523.1

421 SGO RS10260 WP 012131060.1

483 SM12261 RS00275 WP 000668315.1
511 SMSK321 RS10730 WP 000668322.1
131 SP RS00255 WP 000668284 .1

1043473 ACD269 RS00265 WP 373380588.1
247 KZH43 RS00220 WP 000668290.1

206 SPD RS00235 WP 000668290.1

171 SPR RS00230 WP 000668290.1

consensus

T R A

DALASTILSIFLDVSMVEII VLFSQN FLFFIRTLL P Y[\ IIF@FMKPFEKMN

i

I

DALASTILSIFLDVSTVVIISLVLFSQONTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET,
DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET,
DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET,

DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET,
DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET
DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET,
DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET,

iy RS _,

RO SREtKAllL VL A D UL

Q
IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTN
IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTN
IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTN
IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTN
IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTN
IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTN

IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTN
RN T ] ] T DU sk b b DL e e b b )

o TR RUEN LML DTk Y RS

PLENIINLQTKLQTAQVANNRLNEVYLVASEFEEKKTVEDLSLMKGDMTFKQVEYKYGYGRDVLIEDINLT PQGSKVAFV
PLENIINLQTKLQTAQVANNRLNEVYLVE{SEFEEKKTVEDLSLMKG MTFKQVMYKYGYGRDVLSDINLT PQGSKVAFYV|
PLENIINLQTKLQTAQVANNRLNEVYLVASEFEEKKTVEDLSLMKGDMTFKQVHYKYGYGRDVLSDINLTVPQGSKVAFYV|
PLENIINLQTKLQTAQVANNRLNEVYLVASEFEEKKTVEDLSLMKG MTFKQVHYKYGYGRDVLSDINLTVPQGSKVAFYV|
PLENIINLQTKLQTAQVANNRLNEVYLVASEFEEKKTVEDLSLMKGDMTFKQVHYKYGYGRDVLSDINLTVPQGSKVAFYV|
PLENIINLQTKLQTAQVANNRLNEVYLVASEFEEKKTVEDLSLMKGDMTFKQVHYKYGYGRDVLSDINLTVPQGSKVAFYV|

PLENIINLQTKLQTAQVANNRLNEVYLVASEFEEKKTVEDLSLMKGDMTFKQVHYKYGYGRDVLSDINLTVPQGSKVAFV
I 1 ] NN Dok Dok Dokskokk | 1) ]

ST DR LA TR R

GEXSGSGKTTLAK|HVNEY PNJSGE] 1 RIGAY LKVIDKTALRRHISYLPQ AYVFSG I NL LGAKEGT QEDI RA[EE
G SGSGKTTLAKMMVEFYRPRYQG I[MLGGVNLNQ DK[ALRQYINYLPQQPYVFNGTILENLLLGA EGTTQEDILRAVE
GISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTIL NLLLGAKEGTTQEDILRAVE
GISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRAVE|
GISGSGKTTLAKMMVNFYDPSQGEISLGEVNLNQIDKKALRQYINYLEQQPYVFNGTILENLLLGAKEGTTQEDILRAVE

GISGSGKTTLAKMMVNFYDPSQGEISLPEGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRAVE
GISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRAVE
GISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRAVE|

GISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRAVE
NN NN NN o e N N e e N e N e N e e e e N e N W

400
356
356
356
356
356
356
356
356

480
436
436
436
436
436
436
436
436

560
516
516
516
516
516
516
516
516

640
596
596
596
596
596
596
596
596



I

i

9

il

UL

[

il

i

AL

NTDB id 358 SMU RS01425 WP 002263523.1 AETRSDIENMPNEYQTELHSDGAGISGGQ QRIALARALLTNAPVLILDEATSSLDILTEK I BJNL
NTDB id 421 SGO RS10260 WP 012131060.1 LAEIRGDIERMPLNYQTEL DGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRI DNL
NTDB id 483 SM12261 RS00275 WP 000668315.1 LAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNL
NTDB id 511 SMSK321 RS10730 WP 000668322.1 LAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAP LILDEATSSLDILTEKRIVDNL
NTDB id 131 SP RS00255 WP 000668284.1 LAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNL
U)K R KOL Ty SCR N D { o A (OO S 1A i Y ac Kot [ol ot s Al | AETREDTERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNL
NTDB id 247 KZH43 RS00220 WP 000668290.1 LAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNL
NTDB id 206 SPD RS00235 WP 000668290.1 LAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNL

NTDB id 171 SPR RS00230 WP 000668290.1 LAETREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNL
consensus PEU e bbb b b DU b DL e b e b b L]l

o ALTAEV RN PRI

NTDB id 358 SMU RS01425 WP 002263523.1 760
NTDB id 421 SGO RS10260 WP 012131060.1 717
NTDB id 483 SM12261 RS00275 WP 000668315.1 717
NTDB id 511 SMSK321 RS10730 WP 000668322.1 717
NTDB id 131 SP RS00255 WP 000668284.1 717
NTDB id 1043473 ACD269 RS00265 WP 373380588.1 717
NTDB id 247 KZH43 RS00220 WP 000668290.1 717
NTDB id 206 SPD RS00235 WP 000668290.1 717
NTDB id 171 SPR RS00230 WP 000668290.1 717

consensus

X non conserved
B similar
>50% conserved



