
logo MIKNNKYI
S
F
H
IRRSEIATSRSLAARSSSARL ITRASGFTLVELLVAIA I FA I

VLSLLGWKI
VFDYLLKVRDRNAEQHEVHKLFELQDAYQQ

NTDB id 1043317 ACEN3H RS09670 WP 057106322.1 MINNKYSF.RRETSSLAARSSSARLIRASGFTLVELLVAIAIFAILSLLGWKVFDYLLKVRDRNAQHEVKLFELQDAYQQ 79
NTDB id 1076 ABD1 RS08075 WP 000594585.1 MIKNKYIHIRSIASRLAARSSSARLTRASGFTLVELLVAIAIFAVLSLLGWKIFDYLLKVRDRNAEHEVHLFELQDAYQQ 80
consensus !! !!! **! ! !!!!!!!!!! !!!!!!!!!!!!!!!!!!*!!!!!!!*!!!!!!!!!!!! !!!*!!!!!!!!!!

logo

I
VLRDSTLQI IPLSANQGGQLHPALE I

LDNQI
VLRFSKAGVTDPLKQGLSPFER I EYRYDAPDQKKLYRLKYSTNLNTSNREQPLS

NTDB id 1043317 ACEN3H RS09670 WP 057106322.1 VLRDSLQIIPLSANQGGQLHPALELDNQVLRFSKAGVTDPLKQGLSPFERIEYRYDPDQKKLYRLKYSNLNTSNREQPLS 159
NTDB id 1076 ABD1 RS08075 WP 000594585.1 ILRDTLQIIPLSANQGGQLHPALEIDNQILRFSKAGVTDPLKQGLSPFERIEYRYDADQKKLYRLKYTNLNTSNREQPLS 160
consensus *!!!*!!!!!!!!!!!!!!!!!!!*!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!*!!!!!!!!!!!!

logo STLLSQVDEQFYEQI
V
I
MVLTPQEVTKRWPE I

VNI
LDPTKPENEFLKRKLPKGIKIQLTVAGVNSYEWIYSLNQGDNLSLSKQEGGNSV

NTDB id 1043317 ACEN3H RS09670 WP 057106322.1 STLLSQVEQFEVIVLTPQEVTRWPEINLDPTKPEEFRKLPKGIKIQLTVAGVSYEWIYSLNQGNLSLSKEGGV 232
NTDB id 1076 ABD1 RS08075 WP 000594585.1 STLLSQVDQYQIMVLTPQEVTKWPEVNIDPTKPNELKKLPKGIKIQLTVAGVNYEWIYSLNQGDLSLSQEGNS 233
consensus !!!!!!!*!* **!!!!!!!!*!!!*!*!!!!! ! *!!!!!!!!!!!!!!! !!!!!!!!!! !!!! !!

X non conserved

X similar

X ≥ 50% conserved


