
logo MKE I LKTLTEAMMTLPEDSYSEQQDADEFLE I F IVEE I EE I FVDELQPSL IDNEKWMQSENS IAKTL ITE IRRHFHTLKGSGRMIGAKSSA
NTDB id 1043313 ACEN3H RS03385 WP 373358564.1 MKEILKTLTEAMMLPEDSYSQQDDEFLEIFVEEIEEIFVELQSLIDEWMQSESIAKLIEIRRHFHTLKGSGRMIGAKSSA 80
NTDB id 1046 H0N27 RS03130 WP 168726941.1 MKEILKTLTEAMTLPEDSYSEQDAEFLEIFIEEIEEIFVDLQPLINKWMQSENIATLTEIRRHFHTLKGSGRMIGAKSSA 80
consensus !!!!!!!!!!!! !!!!!!! !! !!!!!!*!!!!!!!!*!!*!! !!!!! !! ! !!!!!!!!!!!!!!!!!!!!!!

logo ELAWI
TVEDTLNRVINQSLGQLTPNTIQQSYVQLVFKFYFFLKLVDDNFKQSKKRADHTLDFRPL I LLGQQLQQQKQSLEPALDEELLLQLS

NTDB id 1043313 ACEN3H RS03385 WP 373358564.1 ELAWIVEDTLNRVINQSLGLTPNIQQYVQLVFKFYFFKLVDDFKSKKDHTLDFRPLILLGQQLQQQKSLEPALDELLLLS 160
NTDB id 1046 H0N27 RS03130 WP 168726941.1 ELAWTVEDTLNRVINQSLQLTPTIQSYVQLVFKFYFLKLVDNFKQKRAHTLDFRPLILLGQQLQQQQSLEPALEELLQLS 160
consensus !!!! !!!!!!!!!!!!! !!! !! !!!!!!!!!! !!!! !! !* !!!!!!!!!!!!!!!!!! !!!!!!*!!! !!

logo

D
H
I
TLMTAETQVTGLELTDHDYI

LEPQDESTALAKEVLP I
TIQSATPTEVAHI

TE I
NE I

Q
N
TLADETL ITLFMEEAEEHLATIDHQFLDEQE I

LHQHYDESYNAL IRALHT
NTDB id 1043313 ACEN3H RS03385 WP 373358564.1 DILTAETQTGLETHDLEPETAKVLTISTPEVAIENEQTLAETLILFMEEAEEHLATIDQFLEQEIHQHESYNALIRALHT 240
NTDB id 1046 H0N27 RS03130 WP 168726941.1 HTLMAETVTGLELDYIEQDSLAEPIIQAT..HTEIEINLDETLTLFMEEAEEHLATIHQFLDQELHQYDSYNALIRALHT 238
consensus * ! !!! !!!! * *!*** * ! **** ! ! ! !!! !!!!!!!!!!!!!*!!!*!!*!!**!!!!!!!!!!!

logo LRGSSAMAHQVEPTI FDEASTKVEHLFKI LLQEELSSHSEE I LSLLQRDEYREF IVRDNSLDELLASARHYCSSSTEQLEASDRLLQKQFNQI
SWDAYMV

NTDB id 1043313 ACEN3H RS03385 WP 373358564.1 LRGSSAMAHVEPIFDASTKVEHLFKILLQEELSSHSEEISLLRDYREFIRNSLDLLAAHCSTEQLESDLQKFNQIWDAYM 320
NTDB id 1046 H0N27 RS03130 WP 168726941.1 LRGSSAMAQVETIFEASTKVEHLFKILLQEELSSHSEEILLLQEYREFVRDSLELLSRYSSSEQLEARLLQFNQSWDAYV 318
consensus !!!!!!!!*!!*!!*!!!!!!!!!!!!!!!!!!!!!!!! !! *!!!!*! !!*!! **!*!!!! ! !!! !!!!*

logo EQHGDEHRSTDSPLMPPSHGLVSQLLQLDVASELLDAELDFEKGIRNTEFPDHYLERLSEQADLVLLQHTHQSQAMI
LGLHYEYTNSQLKESY

NTDB id 1043313 ACEN3H RS03385 WP 373358564.1 EQHGEHSSPLMPPHGLVSQLLQLDVAELLDAELDFEKGIRTEFPHYLERLSEQADVLLQHTQSQAMIGLYEYTNQLKESY 400
NTDB id 1046 H0N27 RS03130 WP 168726941.1 EQHGDRTDPLMPSHGLVSQLLQLDVSELLDAELDFEKGIRNEFPDYLERLSEQADLLLQHTHSQAMLGLHEYTSQLKESY 398
consensus !!!!*** !!!!*!!!!!!!!!!!! !!!!!!!!!!!!!! !!!*!!!!!!!!!!*!!!!!*!!!!*!!*!!! !!!!!!
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NTDB id 1043313 ACEN3H RS03385 WP 373358564.1 DILLERPDLLQSDYVFEIYQKAHQQLIQLFDALAAGQRVSIIEQHQNVLEELKLYTQHIPILNI..........EPTFNT 470
NTDB id 1046 H0N27 RS03130 WP 168726941.1 EVLLDKPALLQSDYIFEIYQKAHQQLIQLFDALAAGQRVGVVKQHQSILEELKLYTQYTPDISNDLPQQDSTSFEPIYNI 478
consensus **!!**! !!!!!!*!!!!!!!!!!!!!!!!!!!!!!!! ** !!! *!!!!!!!!!* ! * **********!! *!
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LGQSVQLQDRQFYI SSETHQVNRHNFDAPDLLDI FLEEADEELLEGI
MDTDLNIWVGNDEQENFAALNN

NTDB id 1043313 ACEN3H RS03385 WP 373358564.1 EVEQTTNKPL.IENVFTDQVTIGQSVQLDRQFISSEHVNRHFDPDLLDIFLEEADELLEGMDTDLNIWVNDQENFAALNN 549
NTDB id 1046 H0N27 RS03130 WP 168726941.1 EPEPEVVATVENFSDSADWAVLGQSVQQDRQYISSTQVNRNFDADLLDIFLEEAEELLEGIDTDLNIWVGEQENFAALNN 558
consensus !*!* *** ! *!!!!! !!!*!!! *!!!*!!*!!!!!!!!!!*!!!!!*!!!!!!!! *!!!!!!!!!



logo LMRYLHTLKGGANMI
VQATYI

LGL IAHELES IYERL IQKQL IVAVSTSADL IDF IRLVQDDLADRLQIMVREQHQLDYAAPSHYTINQALK
NTDB id 1043313 ACEN3H RS03385 WP 373358564.1 LMRYLHTLKGGANMIQATYIGLIAHELESIYERLIQKQLIASSALIDFIRLVQDDLADRLQIVREQHLDYAASHTIQALK 629
NTDB id 1046 H0N27 RS03130 WP 168726941.1 LMRYLHTLKGGANMVQATYLGLIAHELESIYERLIQKQLVVTSDLIDFIRLVQDDLADRLQIMREQQLDYAAPYTINALK 638
consensus !!!!!!!!!!!!!!*!!!!*!!!!!!!!!!!!!!!!!!!* *! !!!!!!!!!!!!!!!!!!*!!!*!!!!!**!!*!!!
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NTDB id 1043313 ACEN3H RS03385 WP 373358564.1 NAAKTYDSFSYTVKDEQT.....QTEAYVIPELNFEALQQEVINNTALSFSDLTSGSEQIAES.NNQLVEYAELRVLYAD 703
NTDB id 1046 H0N27 RS03130 WP 168726941.1 RAGQNSNFQPLPVVEAFDAESEVFSEQKVISEIIIDEIPVEL....EPALAELETHHDQVFDTAVTELATPVEMITTVTS 714
consensus !* * *! * ***** *! !!*!* * ** !***** * *! ****!* *** ! * !*
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VGLEATVQAIAYQLENA
NTDB id 1043313 ACEN3H RS03385 WP 373358564.1 HDHTESVQDQDINSVVEQTFMEEAAELLEMADHLLRQWFEQRTNRSILLQLQRAVHSLKGGSRMLGLETVQAIAYQLENA 783
NTDB id 1046 H0N27 RS03130 WP 168726941.1 QENEVAANEQDIEAVVEQTFLEEATELLEMAESLLKQWFEQRTNRSILLQLQRAVHSLKGGARMVGLEAVQAIAYQLENA 794
consensus *** **!!! !!!!!!*!!! !!!!!!**!!*!!!!!!!!!!!!!!!!!!!!!!!!! !!*!!! !!!!!!!!!!!

logo FEQFALHHFNSSNIYDHNLLESAIAVWLKDEAI FKNHQNYQHFDGLQQSLENIQFFETATIQIPSTKLTRATDNLFSSTEPVMS
TF IVQGDGT

NTDB id 1043313 ACEN3H RS03385 WP 373358564.1 FEQFALHHFSSNIYDNLLESAIVWLKEAIFKQNYQHFDGLQQSLENIQFFETAIQIPSKLTRTNLFSTEPVMSFVQGDGT 863
NTDB id 1046 H0N27 RS03130 WP 168726941.1 FEQFALHHFNSNIYDHLLESAIAWLKDAIFNHNYQHFDGLQQSLENIQFFETTIQIPTKLTRADLFSSEPVMTFIQGDGT 874
consensus !!!!!!!!! !!!!!*!!!!!! !!!*!!! *!!!!!!!!!!!!!!!!!!!! !!!!*!!!! !!!*!!!!*!*!!!!!

logo EPPPMMGAWEHQTERLDQNNEMIRVSADL I EKMIDLSGENS INRSR I EMDLSQFGSHTLAVEMELAIQRLADQLRRMEGELET
NTDB id 1043313 ACEN3H RS03385 WP 373358564.1 EPPPMMGAWEHTERLDQNNEMIRVSADLIEKMIDLSGENSINRSRIEMDLSQFGHTLAEMELAIQRLADQLRRMEGELET 943
NTDB id 1046 H0N27 RS03130 WP 168726941.1 EPPPMMGAWEQTERLDQNNEMIRVSADLIEKMIDLSGENSINRSRIEMDLSQFSHTLVEMELAIQRLADQLRRMEGELET 954
consensus !!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!! !!!!!!!!!!!!!!!!!!!!!!

logo QI IAKHGI EHNSRYTDEFDPLEMDQYSSLNQLSKSLAESASDLVDFKNTLSDEKIRDTEGSLLLVQQSR IQAE IQEGLMRTRLVP
NTDB id 1043313 ACEN3H RS03385 WP 373358564.1 QIIAKHGIENSRYTEFDPLEMDQYSSLNQLSKSLAESASDLVDFKNTLSEKIRDTEGLLVQQSRIQAEIQEGLMRTRLVP 1023
NTDB id 1046 H0N27 RS03130 WP 168726941.1 QIIAKHGIEHSRYTDFDPLEMDQYSSLNQLSKSLAESASDLVDFKNTLSDKIRDTESLLLQQSRIQAEIQEGLMRTRLVP 1034
consensus !!!!!!!!!*!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!! !!*!!!!!!!!!!!!!!!!!!!!

logo FSRLLPRLQR IVRQTSTALNRPAELFVNNTEGELDRNTI
MLERLVTPLEHMLRNAIDHGLEDRAQREQQANQKPE I

TGR I ELNIHQ
NTDB id 1043313 ACEN3H RS03385 WP 373358564.1 FSRLLPRLQRIVRQTSTALNRPAELFVNNTEGELDRTMLERLVTPLEHMLRNAIDHGLEDRAQREQAQKPEIGRIELNIH 1103
NTDB id 1046 H0N27 RS03130 WP 168726941.1 FSRLLPRLQRIVRQTSTALNRPAELFVNNTEGELDRNILERLVTPLEHMLRNAIDHGLEDRAQRQQANKPETGRIELNIQ 1114
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! *!!!!!!!!!!!!!!!!!!!!!!!!!! !!*!!! !!!!!!!*



logo RQGTDVVVTVFKSDDGQGIDI
VEKVRQKAL ILASGL IKNPSEQDVLEHQQDI LQL I FHPGLSTADEQVTQI SGRGVGLDVVQSDIKASLGG

NTDB id 1043313 ACEN3H RS03385 WP 373358564.1 RQGTDVVVTFKDDGQGIDIEKVRQKALISGLINSEQVLEHQDILQLIFHPGLSTADQVTQISGRGVGLDVVQSDIKALGG 1183
NTDB id 1046 H0N27 RS03130 WP 168726941.1 RQGTDVVVVFSDDGQGIDVEKVRQKALLAGLIKPEQDLEQQDILQLIFHPGLSTAEQVTQISGRGVGLDVVQSDIKSLGG 1194
consensus !!!!!!!! ! !!!!!!!*!!!!!!!!* !!! *!! !!*!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!! !!!

logo HVSVDESVYGQGTTVFTIRVPTTVAVSDALMVKVADQQFAIPLAQIDR I IVRVSPASLEQYFEGSAPQELVFEFYENKRYPLRYLSE
NTDB id 1043313 ACEN3H RS03385 WP 373358564.1 HVSVDSVYGQGTVFTIRVPTTVAVSDALMVKVADQQFAIPLAQIDRIVRVSPASLEQYFGSAQEVFEFENKRYPLRYLSE 1263
NTDB id 1046 H0N27 RS03130 WP 168726941.1 HVSVESVYGQGTTFTIRVPTTVAVSDALMVKVADQQFAIPLAQIDRIIRVSPASLEQYFESPQELFEYENKRYPLRYLSE 1274
consensus !!!!*!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!! !*!!*!!*!!!!!!!!!!!!

logo FVCGNQP IPRLNSGMVMYSLPVLMIKANNGQTVALLVDQL IGSRAQIVVKP IGQQFSS IGAIAGATI LGDGQVCL I LDGQNIA
NTDB id 1043313 ACEN3H RS03385 WP 373358564.1 FVCNQPIPRLSGMMYSLPVLMIKANNGQTVALLVDQLIGSRAQIVVKPIGQQFSSIGAIAGATILGDGQVCLILDGQNIA 1343
NTDB id 1046 H0N27 RS03130 WP 168726941.1 FVGNQPIPRLNGVMYSLPVLMIKANNGQTVALLVDQLIGSRAQIVVKPIGQQFSSIGAIAGATILGDGQVCLILDGQNIA 1354
consensus !!*!!!!!!! !*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo RQIQSTQRRHYKLQLNSEATI
VYRQRESDERRL IMIVDDSVTVRKVTSRLLERQGYDVVTAKDGVDAI EQLENIKPDLMLLDI EMP

NTDB id 1043313 ACEN3H RS03385 WP 373358564.1 RQIQSTRRYKLLNETIYRQRESDERRLIMIVDDSVTVRKVTSRLLERQGYDVVTAKDGVDAIEQLENIKPDLMLLDIEMP 1423
NTDB id 1046 H0N27 RS03130 WP 168726941.1 RQIQSTQRHKQLSEAVYRQRESDERRLIMIVDDSVTVRKVTSRLLERQGYDVVTAKDGVDAIEQLENIKPDLMLLDIEMP 1434
consensus !!!!!! !*! ! ! *!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo RMDGFEVLNLVRHHDLMHQDYMPI
V IMITSRTGEKHRERAFASLGVNSQYMGKPFQEEDELLEHNIDALFLMVATFEGSEGLVAKS

NTDB id 1043313 ACEN3H RS03385 WP 373358564.1 RMDGFEVLNLVRHHDLHQDMPVIMITSRTGEKHRERAFALGVNQYMGKPFQEEDLLHNIDALFMTFEGGLA. 1494
NTDB id 1046 H0N27 RS03130 WP 168726941.1 RMDGFEVLNLVRHHDMHQYMPIIMITSRTGEKHRERAFSLGVSQYMGKPFQEEELLENIDALLVAFESEVKS 1506
consensus !!!!!!!!!!!!!!!*!! !!*!!!!!!!!!!!!!!!! !!! !!!!!!!!!!*!!*!!!!! * !! * *
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