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NTDB id 1184 GTF74 RS02335 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAGTAAGFT 80
NTDB id 1167 A1552VC RS11065 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAGTAAGFT 80
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAGTAAGFT 80
NTDB id 1043301 ACEN3H RS01725 WP 373358441.1 .....MNAQKGFTLIELMIVVAIIGILAAIAIPAYQNYVARSQATAGYSEISNMRTGYDTELNDGTQIASLS........ 67
NTDB id 1038 H0N27 RS01510 WP 000993725.1 .....MNAQKGFTLIELMIVVAIIGILAAIAIPQYQNYIAKSQVNSGFSEISSIKTGYENAVNEGAVPTKLS........ 67
NTDB id 1002 ACIAD RS15100 WP 004923779.1 .....MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVAGTPS.TAGS. 73
NTDB id 1192 PAKAF RS23870 WP 024947914.1 .....MKAQKGFTLIELMIVVAIIGILAAIAIPQYQNYVARSEGASALASVNPLKTTVEEALSRGWSVKSGTGT.EDATK 74
NTDB id 1197 PSJM300 03940 AFN76866.1 ...MKAQMQKGFTLIELMIVVAIIGILAAIALPAYQDYTVRSNAAAALAEITPGKIGFEQAINEGKTPSLTSTD.E.... 72
NTDB id 1204 PSJM300 03935 AFN76865.1 .MKPVKSSCRGFSLIELMIVVAIIGILAAIALPAYQNYTVRSTAASALAEITPAKAAFEQAISEGHTPSLVSSL.P.... 74
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NTDB id 1184 GTF74 RS02335 WP 000649326.1 ...RLGTVEDMG.DGKIVIAP...TASGALGGTIKYTF....DAGVVSSSKIQLARD...ANGLWTCSTTVT..SEIAPK 144
NTDB id 1167 A1552VC RS11065 WP 000649326.1 ...RLGTVEDMG.DGKIVIAP...TASGALGGTIKYTF....DAGVVSSSKIQLARD...ANGLWTCSTTVT..SEIAPK 144
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 ...RLGTVEDMG.DGKIVIAP...TASGALGGTIKYTF....DAGVVSSSKIQLARD...ANGLWTCSTTVT..SEIAPK 144
NTDB id 1043301 ACEN3H RS01725 WP 373358441.1 ...QVGFTAASSGACGVLAVSTFSTTDGSSTNAIT.CTLK..GNPKIAGKIISLSRS...STGAWTCSTDIATTDKFLPK 138
NTDB id 1038 H0N27 RS01510 WP 000993725.1 ...DVGFTAATSSVCATYSIDAFTETDGA..GKIT.CTLK..GNPKIATKIVELTRS...TDGAWTCVSDVP..TEFLPK 134
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ..SCVGVQEISASNATTNVATATCGASSA..GQII..VTM..DTTKAKGANITLTPTYASGAVTWKCTTTSD..KKYVPS 143
NTDB id 1192 PAKAF RS23870 WP 024947914.1 KEVPLGVAADANKLGTIALKPD..PADGT..ADITLTFTMGGAGPKNKGKIITLTRTAA..DGLWKCTSDQD..EQFIPK 146
NTDB id 1197 PSJM300 03940 AFN76866.1 ..GYIGITDSTS.YCDVDLD.T..AADGH....IE.CTAKGGNAGKFDGKTITLNRT.A..DGEWSCASTLD..AKYKPG 136
NTDB id 1204 PSJM300 03935 AFN76865.1 ..GFIGIGASTN.YCTVTLI.A..TATGS....IT.CTTQNGMPDRFNGKTITIART.T..DGLWDCTSDLD..SRYKPG 138
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NTDB id 1184 GTF74 RS02335 WP 000649326.1 GCTAGATIN....... 153
NTDB id 1167 A1552VC RS11065 WP 000649326.1 GCTAGATIN....... 153
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 GCTAGATIN....... 153
NTDB id 1043301 ACEN3H RS01725 WP 373358441.1 GCTGGGTPAVGAITTL 154
NTDB id 1038 H0N27 RS01510 WP 000993725.1 GCTAG.TPTEGAITSL 149
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ECRG............ 147
NTDB id 1192 PAKAF RS23870 WP 024947914.1 GCSK............ 150
NTDB id 1197 PSJM300 03940 AFN76866.1 KCS............. 139
NTDB id 1204 PSJM300 03935 AFN76865.1 KCL............. 141
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