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NTDB id 1257 GCO85 RS04855 WP 163621000.1 ...E....VFITNQVVNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFH 210
NTDB id 1284 ACE17W RS12370 WP 010946666.1 ...E....VFITNQVVNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFH 210
NTDB id 1193 PAKAF RS26665 WP 003161249.1 PAPASYAQPIKPKPYVPAGRAIRNIDFQRGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRVRLDVKDFA 221
NTDB id 1043285 ACEN3N RS19690 WP 151961060.1 PSLPSYVSPTVNK....QNQGIADIGFQRGNTGEGQVIVSLSGANTPVDVQQQGSKVVIRTLGNKIPTHLLRRLNVNDFA 221
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ATPVATS...APA....PQQGIGNIGFQRGAQGEGLVVIDLQGTNTPVDVQQQGSKVVVRFPGIKIPTHLARRLNTTDFA 203
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 DFTGINMVVSDKVQGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDL 370
NTDB id 1284 ACE17W RS12370 WP 010946666.1 DFTGINMVVSDKVQGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDL 370
NTDB id 1193 PAKAF RS26665 WP 003161249.1 DFTDLNLVASDTVQGNITLRLQNVPWDQALDLVLKTKGLDKRKLGNVLLVAPADEIAARERQELEAQKQIAELAPLRREL 381
NTDB id 1043285 ACEN3N RS19690 WP 151961060.1 DFTGINMVAADSVQGNITLRLKDVPWDQALDIILKTKNLDKRRNGSVIWIAPVTELIKAEEDEAKAYAQSIKLAPLQTEY 380
NTDB id 1009 ACIAD RS15175 WP 004923730.1 DFTNINMVTADSVQGNITLHLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVSELIKSEEDEAKAIAQSTKLAPLQTEY 362
NTDB id 1052 ABD1 RS15850 WP 001017033.1 DFTGINMVAADSVQGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEY 361
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 IQINYAKAADIAVLIKDKQN...............................SLLSDRGKISVDARTNTIWIQDTGTKIEE 419
NTDB id 1284 ACE17W RS12370 WP 010946666.1 IQINYAKAADIAVLIKDKQN...............................SLLSDRGKISVDARTNTIWIQDTGTKIEE 419
NTDB id 1193 PAKAF RS26665 WP 003161249.1 IQVNYAKAADIAKLFQSVTSDGGQE..........................GKEGGRGSITVDDRTNSIIAYQPQERLDE 435
NTDB id 1043285 ACEN3N RS19690 WP 151961060.1 VQLNYAKATDIERMIVQGKNSNTASN..........TSSSSSVDPLGDSVGSLLSPRGTISTDPRTNTLIINDTAQKIDQ 450
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ILLKYAKAADIEKLITQGRNSGTSNSN.........TNGSATVEPLGDSVGTLLSPRGTISLDPRTNTLIINDTSQKIDQ 433
NTDB id 1052 ABD1 RS15850 WP 001017033.1 IQLKYAKAGDIMGLITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQ 441
NTDB id 1039 H0N27 RS01460 WP 031993779.1 IQLKYAKAGDIMGLITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQ 441
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 VRELIKQLDIPVKQVLIEARIVEVTKDFSQDIGIRWGVSRPTHLSG..TLEGANELA............R.....GTAPA 480
NTDB id 1284 ACE17W RS12370 WP 010946666.1 VRELIKQLDIPVKQVLIEARIVEVTKDFSQDIGIRWGVSRPTHLSG..TLEGANELA............R.....GTAPA 480
NTDB id 1193 PAKAF RS26665 WP 003161249.1 LRRIVSQLDIPVRQVMIEARIVEANVGYDKSLGVRWGGAYHKGNWS....GYGKDGN.IGIKDEDGMNCGPIAGSCTFPT 510
NTDB id 1043285 ACEN3N RS19690 WP 151961060.1 IRKMIDLLDVSVKQVMVEARIVRATTDFTKEMGVKWGILSQGITKNNDLLVGGSDQTLWDLKTPDD...E.....GKYTI 522
NTDB id 1009 ACIAD RS15175 WP 004923730.1 IRKMIDLLDIPVKQVMIEARIVRATTSFSKEMGVKWGILSQGINQNSNLLVGGSETTLWNLRNPDS...N.....GTYTI 505
NTDB id 1052 ABD1 RS15850 WP 001017033.1 IRKMIDLLDVQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPKK...DETTGGYKYTI 518
NTDB id 1039 H0N27 RS01460 WP 031993779.1 IRKMIDLLDVQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPKK...DETTGGYKYTI 518
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 NVVPLERRLNLDLAAVPLTGATPASVGIALAKL.NDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQ 559
NTDB id 1284 ACE17W RS12370 WP 010946666.1 NVVPLERRLNLDLAAAPLTGATPASVGIALAKL.NDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQ 559
NTDB id 1193 PAKAF RS26665 WP 003161249.1 TGTSKSPSPFVDL.....GAKDA.TSGIGIGFI.TDNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQ 583
NTDB id 1043285 ACEN3N RS19690 WP 151961060.1 ...TRPDNLNVDL.....GVTTAGASKIAFGLISLSDFMLDLELSALQSDGYGEVISTPKVMTADKQKAKVASGQQIPYQ 594
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ...ERPDNLNVDL.....GVTTTGASSIAFGLISLSDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGVEVPYQ 577
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ...ERPDNLNVDL.....GVSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQ 589
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ...ERPDNLNVDL.....GVSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQ 589
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 EATSSGAT...AVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPSP.QTFLGVPAIITKEIQTNVLVNNGQTIVLGGIY 635
NTDB id 1284 ACE17W RS12370 WP 010946666.1 EATSSGAT...AVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPSP.QTFLGVPAIITKEIQTNVLVNNGQTIVLGGIY 635
NTDB id 1193 PAKAF RS26665 WP 003161249.1 EASSSGAT...STSFKEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQNMLNGVPPINKNEVNAKILVNDGETIVIGGVF 660
NTDB id 1043285 ACEN3N RS19690 WP 151961060.1 TTSTAGGTATATTSFKDALLSLDVTPSITPDGKVQMQLNITSDSRGG.IAPNGEVILNKNEINTNVLVDNGETVVLGGIF 673
NTDB id 1009 ACIAD RS15175 WP 004923730.1 STTNSAAGSTATTSFKEALLSLEVTPNITPDGKILMELNIANDSINS.YAQNGEAILNKNTINTNVLVNNGETVVLGGVF 656
NTDB id 1052 ABD1 RS15850 WP 001017033.1 STTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVAG.AAPNGELILNKNNINTNVLVDNGETVILGGVF 668
NTDB id 1039 H0N27 RS01460 WP 031993779.1 STTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVAG.AAPNGELILNKNNINTNVLVDNGETVILGGVF 668
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 KQDKNKVINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1284 ACE17W RS12370 WP 010946666.1 KQDKNKVINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1193 PAKAF RS26665 WP 003161249.1 SNEQSKSVEKVPFLGELPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR......... 714
NTDB id 1043285 ACEN3N RS19690 WP 151961060.1 EQENTTSQTKVPFLGDIPYLGRLFRKDAKTENKRELLIFVTPRIVNDSRTRNH.......... 726
NTDB id 1009 ACIAD RS15175 WP 004923730.1 EQTTNNAVTKVPFLGDLPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
NTDB id 1052 ABD1 RS15850 WP 001017033.1 EQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1039 H0N27 RS01460 WP 031993779.1 EQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
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