
logo MPTI
NTI

P
K
V
P
T
D
P
Q
S
T
V
I
VYRVQRVAVPVHYLNYDCTFDYQTLVSTAQAEQYAEQRAEHI

VGASRVAI
VSFGRQNL IVGI

V ITVEKKI
V
D
P
I
P
N
SEPSFIDTGSHTFKQLKAI STDELL

NTDB id 1043284 ACEN3N RS19465 WP 151962291.1 MPNTIVTPQTIYRVQVAVPVYLNDCFDYQVSAEQYAQAEIGARVAVSFGRQNLVGVIVKKIPINEPIDSHFKLKAITELL 80
NTDB id 1072 ABD1 RS01805 WP 000156662.1 MTITPKPDSVVYRVRVAVPVHLYDTFDYTLTQAQYERAHVGSRVAISFGRQNLIGIITEKVDPSESFTGTFQLKAISDLL 80
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NTDB id 1043284 ACEN3N RS19465 WP 151962291.1 DDHAILDSKVLNLLTWSSQYYQFPIGEVIQTALPTLLRQGKPYDLLARVWKVIDLN.AEDKVKRSEKQQDAYKILKLHPK 159
NTDB id 1072 ABD1 RS01805 WP 000156662.1 DEQPILDEQVLSLLTWSAQYYQFPIGEVMQTALPALLRQGKPMDVLFHLWKITPCDNVEALLKRSGKQQDAYQILKLHPA 160
consensus !***!!! !! !!!!! !!!!!!!!!!*!!!!! !!!!!!! !*! **!!* ** * ! *!!! !!!!!! !!!!!!
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NTDB id 1043284 ACEN3N RS19465 WP 151962291.1 GTQENILNLSGIETATLKVLEKKAIIQFALEPQNTQPESVQLAQLPLTPNEDQKKAIQTILKALKKYQAFLLDGLTGSGK 239
NTDB id 1072 ABD1 RS01805 WP 000156662.1 GTTENILNLSGVETATLKALQKKGLVDCTLEPHDFSPSPVQLAQMPLTLNEDQKKATQYVVNAQHQYQAFLLDGLTGSGK 240
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NTDB id 1043284 ACEN3N RS19465 WP 151962291.1 TEVYLQVMHEVLKQSKQVLVLVPEIGLTPQTISRFQSRFHCNIALLHSGLNDSKRLQAWQHAQTGKASIILGTRSAIYTP 319
NTDB id 1072 ABD1 RS01805 WP 000156662.1 TEVYLHIMHEVLKQGKQVLVLVPEIGLTPQTISRFKSRFNCDIALLHSGLNDSKRLQAWQQAQTGKASIILGTRSAIYTP 320
consensus !!!!!**!!!!!!! !!!!!!!!!!!!!!!!!!!! !!!*! !!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!
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NTDB id 1043284 ACEN3N RS19465 WP 151962291.1 LPNLGLIILDEEHDLSFKQQEGFRYHARDVALYRAHLENCPIILGSATPSIESYYLARQEKLTRIELNQRAGVALMPKMH 399
NTDB id 1072 ABD1 RS01805 WP 000156662.1 LPRLGLIILDEEHDLSYKQQEGFRYHARDVALYRGHLQGCPVLLGSATPSIDSYHLVETGKLTALQLNQRAGHALLPKMH 400
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NTDB id 1043284 ACEN3N RS19465 WP 151962291.1 LIDLKVAKKQHGLSDVLIGEIKKRLDKKEQVLIFLNRRGYAPVLICESCGWQANCPNCDAHFTLHLKPYQHLHCHHCGTI 479
NTDB id 1072 ABD1 RS01805 WP 000156662.1 LIDLKIVKKQHGISQPLIEQIKNTLARKEQVLIFLNRRGYAPVLVCESCGWQANCPHCDAHFTLHTQPYSYLHCHHCGTV 480
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NTDB id 1043284 ACEN3N RS19465 WP 151962291.1 NRLPDACPQCNQQQLKPIGMGTAKVEETLIELFPNFPVLRVDRDSTSRVGSWQKIYDQIQKSEPTILLGTQMLAKGHHFP 559
NTDB id 1072 ABD1 RS01805 WP 000156662.1 HRLPDHCPECQQKSLKTLGAGTAKVEEHLQELFPDHDVIRVDRDSTSRVGSWQKIYDRIQQNKPSILLGTQMLAKGHHFP 560
consensus *!!!!*!! !*! !!**! !!!!!!!*! !!!! **!*!!!!!!!!!!!!!!!!!! !! !*!!!!!!!!!!!!!!!
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NTDB id 1043284 ACEN3N RS19465 WP 151962291.1 YVTLVAILDIDAGLLSVDFRATERTAQLIIQVAGRAGRGENKGEVYLQTLRPDHPLLNTLIHNDYRTFAKQTLKDRQAAL 639
NTDB id 1072 ABD1 RS01805 WP 000156662.1 HVTLVAILDIDAGLLSVDIRAPERTAQLIVQVAGRAGRGEHKGHVYLQTLRPDHPLLTTLIEKDYRAVAKQTLAERKVAL 640
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NTDB id 1043284 ACEN3N RS19465 WP 151962291.1 LPPFRYASLIRCESKHQEENLKFLTEMTQLLRQMSEPHLIDIWGPIPAPMERKAGRYQAHVVLLSQDRAKMHFYVHQWWT 719
NTDB id 1072 ABD1 RS01805 WP 000156662.1 LPPYRYAVLIRAESKDRDYTLHFLNEAAEQLRQIA.GDIVDIWGPIPAPMERKAGRYRAHMVILSADRARLHFYLRQWWA 719
consensus !!!*!!! !!!*!!!* * !*!! ! !!!* *****!!!!!!!!!!!!!!!!! !!*!*!! !!!**!!!**!!!

logo QLLVHQAQKPRPQHSQTLMKRLVSTIDVDPQEFLS
NTDB id 1043284 ACEN3N RS19465 WP 151962291.1 QLLQQK.PSTMKVTIDVDPQELS 741
NTDB id 1072 ABD1 RS01805 WP 000156662.1 QLVHAPRQHQLRLSIDVDPQEFS 742
consensus !!** **** ****!!!!!!! !
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