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NTDB id 1043260 ACEN3N RS01550 WP 151713853.1 MSSTVSVPIYQTIYRLGTLYSGYRLIIAFCLIIIFLITLENQPVHYEYPSLYFYSIATFTIIAALQMMLLKFYPHGVAQQ 80
NTDB id 1044 H0N27 RS16325 WP 206677389.1 MQFPLNSSLSHTIFRLGTWYGLYRLIIAVSLNIILVLTDAQTDNSLQQPALYSYTLLGYSLLSLVQLLCFKFIATQATRQ 80
consensus ! ** ** *!!*!!!! ! !!!!!! *! !! **! * * * ! !! !** **** *!*** !! ** !
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NTDB id 1043260 ACEN3N RS01550 WP 151713853.1 FIGFFIVDIPFLSILVFALNGPNLAISILFVIAVFTANFLLSKNKALFITLVSVIAIIYQQFLGSYFDFSNLNNISNSAL 160
NTDB id 1044 H0N27 RS16325 WP 206677389.1 LILFFIVDIICLSLLTFSVGEPNLQLSLLYVIAIFTSAILLSARMSLLITLLAVIAVIYQRFVGSLFDYNNLNTIGNSAL 160
consensus ! !!!!!!**!!*! ! * !!! *!*!*!!!*!! !!! ! !!!* !!!*!!! !*!! !!* !!! ! !!!!
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NTDB id 1043260 ACEN3N RS01550 WP 151713853.1 LAFLFFMVYGIGQIAINRFQVLESLNTYQSLELFKLQNINRYILEQIEVGYLVLDEKCKIIVSNPAACSLLGISPLYAHE 240
NTDB id 1044 H0N27 RS16325 WP 206677389.1 LAFLFFVVHGIGQIAVQRFKLLEALTFHQSIELYQLQNINRYILEQIEEGYLVLDENYDIVVSNPAACSLLGIPPQFANE 240
consensus !!!!!!*!*!!!!!!**!! *!! ! *!!*!!* !!!!!!!!!!!!! !!!!!!! * !*!!!!!!!!!!!!*! *!*!

logo

K
QYHPLSVKNFWHQAPDLFYE I LKDFAGDMF

L
K
R
D
EGDERF IQFESQRLQSASFYSTI

V
D
NIKRVQHKL ILVPHQQATLTLL IVLEQDAQKQINQKQAVQQLKLAALGQLSAS

NTDB id 1043260 ACEN3N RS01550 WP 151713853.1 QYHLSNFQPDLYEILKDAMFRDGERFQFESQQSSFTVDIRVQKLIVPHQALTLLVLEDAQKINQKVQQLKLAALGQLSAS 320
NTDB id 1044 H0N27 RS16325 WP 206677389.1 KYPLVKWHADLFEILKFGDLKEGDRFIFESRLSAYSINIKVQHLLVPQQTLTLLILQDAQQINQQAQQLKLAALGQLSAS 320
consensus ! ! ***!!*!!!! * **!*!! !!! ! *** !*!!*!*!!*! !!!!*! !!! !!! !!!!!!!!!!!!!!

logo IAHE IRNPLAAITVQANDELFLKLDMSDEPEQQQANLTLHRHQMIGTKQTKVR IDNS I IVKQDTLDGLMAKRNSEKKRTHAP I
SQIDLVKPHLF ILDEDTLLELEHDLFSDAVKQ

NTDB id 1043260 ACEN3N RS01550 WP 151713853.1 IAHEIRNPLAAITQANDLFLMSDEQQQALLHQMITKQTVRINSIIKDTLDMAKNKKTHASQIDLPLFLEDLLLHDLSDAQ 400
NTDB id 1044 H0N27 RS16325 WP 206677389.1 IAHEIRNPLAAIVQANELLKDSDPEQQNTLRHMIGKQTKRIDSIVQDTLGLARSERTHPIQIDVKHFIDTLLEEDLFDVK 400
consensus !!!!!!!!!!!! !!!*! !!* !! !**!! !!! !! !!* !!! *!* *!!* !!!***!** !! *!! !
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NTDB id 1043260 ACEN3N RS01550 WP 151713853.1 AKIQTEIE.ADLVIYFDDSQLRQVLVNLLRNALRHNDQNAEYVLVKAFKNDAHICIDVIDYGKGVTKQDLSQLFQPFFST 479
NTDB id 1044 H0N27 RS16325 WP 206677389.1 HSIQLKISDSSLKFLFDEKQLRQVMINLVRNALRHNAPDSPYITINIHSQTNKIYIDVIDYGEGVSKRDISQLFKPFFST 480
consensus * !! ! * ! !!* !!!!!**!!*!!!!!!! * *!* * * * *!*!!!!!!! !!*! !*!!!! !!!!!
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NTDB id 1043260 ACEN3N RS01550 WP 151713853.1 EINGTGLGLYLSQTICEANQAKLIYVEQKQQGACFRIECPRMD 522
NTDB id 1044 H0N27 RS16325 WP 206677389.1 EINGTGLGLYLSHSFCEANHAKLTYVEQK.QGACFRIECPIIY 522
consensus !!!!!!!!!!!!** !!!!*!!! !!!!!*!!!!!!!!!! *



X non conserved

X similar

X ≥ 50% conserved


