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NTDB id 1043120 ACEL84 RS19135 WP 261897612.1 QLDMIYLMVRRSPLINQATGEVAGFLYVAVVLNNNYALIETMRDGSNSQNLVLTVGKKVIASTLNGNEPYREADVIKSGQ 240
NTDB id 1164 A1552VC RS18025 WP 001026306.1 EGKSVHILMRRSSLIEAGTGQVVGYLYVGIVLNDNFALLENIRSGSNSENLVLAVDTTPLVSTLKGNEPYSLDYVVHSA. 239
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NTDB id 1043120 ACEL84 RS19135 WP 261897612.1 SDTLYNRNMVSRASLEVEGVPTYLTVYSVQNNQNALRLRDNYYFWMIFALVAMVIVALITRWWIQRRIESEIACLMTYTH 320
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NTDB id 1164 A1552VC RS18025 WP 001026306.1 LFEILERQLLPTITNAAQGNNPSDVTTEVDGRVYRWNLSPIMVEGQIISIITQGQDITTIAEAEKQSQAARREAEESARV 479
consensus ! * !!!!! * ! !!!!! * *! !!* !***!!!!!!! ! ! !!! !! !!!*!!!!!!!! !!*!!!!!!!*

logo RADEFLAKMSHELRTPLNGI
VLGVSQLLKRTPVLNDNDKEQRVEHQVANVLCSSGEHLLAVLNDI LDFSR I

LEQGKFR IQKNSEQFRLKSDELVV
NTDB id 1043120 ACEL84 RS19135 WP 261897612.1 RADFLAKMSHELRTPLNGILGVSQLLKRTVNDKEQVEQVNVLCSSGEHLLAVLNDILDFSRIEQGKFRIQKSQFRLSDVV 560
NTDB id 1164 A1552VC RS18025 WP 001026306.1 RAEFLAKMSHELRTPLNGVLGVSQLLKRTPLNDEQREHVAVLCSSGEHLLAVLNDILDFSRLEQGKFRIQKNEFRLKELV 559
consensus !!*!!!!!!!!!!!!!!!*!!!!!!!!!!* !! !*! !!!!!!!!!!!!!!!!!!!!!*!!!!!!!!! !!! **!



logo

C
YAIDER IYRPLCANEKGI

L
E
TLQVLVNSNITVETADAVI

MVRVGSDQI
VR INQI LFNLLNNAI

VKFTHQYGES IDRVDEL IQL ILEVGTDEPSLQASQTLKVI
V
Q
R
I
V
K
VDSTG

NTDB id 1043120 ACEL84 RS19135 WP 261897612.1 YAIERIYRPLCAEKGITLQLNSNIVEDVMVVGDQVRINQILFNLLNNAVKFTHYGEIDVDLILLVTESQSTLKVRIKDSG 640
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NTDB id 1043120 ACEL84 RS19135 WP 261897612.1 IGIRSEDMRIIFEPFVQAESTTTREYGGSGLGLAIVNSLIEMLGGTIRVESEFGKGTEFNLRIPLPVAQVEEREIDAKEA 720
NTDB id 1164 A1552VC RS18025 WP 001026306.1 IGIREQDLTVIFEPFMQAESTTTREYGGSGLGLTIVHSLVEMLSGQLHVSSEYGIGTRFEIQLPIELVEKPDAPQQLLPA 719
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NTDB id 1043120 ACEL84 RS19135 WP 261897612.1 DVKFTLFDEPLKVLLVEDNHTNAFIARAFCKKYGLDVEWVTDGVQAIEKAKEQQFDLILMDNQLPYLGGIDATRVIKQEL 800
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