
logo

MNQHIMKHATLKR I
L
L
I
M
V

S
A
K
T

I
L
W

I
M
F
LLTSFLLICVLVILPGIVPTI

F
L
A
S
P
L
P
S
M
LASLWN

Q

V
A
A
Q
E
A
E
A
N
T
D
K
T
A
E

N
T
P
S
A
K
Q

T
K
A
TPAD

Q
V
K
S
E
Q
Y

V
E
Q
L
G
V
I
Q
E
K
V

G
I
K
T
I
VNLVINKSTATDSVAQYESE I

L
S
T
A
G
T
M
S
L
F
L
I
KGVIGEKLSKRKAKEQDSAI IVEQADYRNTEENANHQGGPFTK

NTDB id 1272 LPP RS04360 WP 010946546.1 ..MKARLIAILLSFIVIPFSS..QAE.NEPQKTPAKQVLVKGKINLNTADVYSLTGSFKGIGKKRAEAIIAYRENHQGFK 75
NTDB id 1249 GCO85 RS04230 WP 010946546.1 ..MKARLIAILLSFIVIPFSS..QAE.NEPQKTPAKQVLVKGKINLNTADVYSLTGSFKGIGKKRAEAIIAYRENHQGFK 75
NTDB id 1043105 ACEL84 RS11450 WP 261892987.1 MNHKHLLLS...TLLLLGIPS...VQAATNST..QKSEQVQITVNVNKASAEELSTLLKGVGLSKAKAIVQYREANGPFK 72
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 MQIKTKIVTLFLSLCLPTLPLLANAEETAPAA..QVEEGIVITVNINTASAEELATLLKGIGLKKAQAIVDYREANGPFT 78
NTDB id 1150 A1552VC RS08580 WP 001166105.1 MQIKTKIVTLFLSLCLPTLPLLANAEETAPAA..QVEEGIVITVNINTASAEELATLLKGIGLKKAQAIVDYREANGPFT 78
NTDB id 1294 VP RS04495 WP 021449594.1 .......MKWILTLCLVVFAPLSLAA..DTKA..DKYEGIEITVNINTASAEEIATMLKGIGEKKAQSIVDYRTEHGPFK 69
NTDB id 1395 DSB67 RS04445 WP 010649155.1 .......MKWMLTLCLLILAPMSWAE.TKTKA..DKYEGIEITVNVNSATAQEIATLLIGIGEKKAQDIVEYRNEHGPFK 70
consensus ** *** ******** * * *** * * * *** ***!*!*!**********!*! **!**!**!!* ***!*

logo

H
S
T
K
A
I
L

A
E
D
E
DLATEKNVKGIGKQESRAI

F
T
I
V
D
K
R
N
KNAREQADEKRLIKLEL I FV IN

NTDB id 1272 LPP RS04360 WP 010946546.1 SLEELAEVKGIGQRFVDKNREKLKEIFVIN 105
NTDB id 1249 GCO85 RS04230 WP 010946546.1 SLEELAEVKGIGQRFVDKNREKLKEIFVIN 105
NTDB id 1043105 ACEL84 RS11450 WP 261892987.1 TKDDLAKVKGIGKSIIKKNEQRILL..... 97
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 HIDDLTNVKGIGEATVRNNAARILL..... 103
NTDB id 1150 A1552VC RS08580 WP 001166105.1 HIDDLTNVKGIGEATVRNNAARILL..... 103
NTDB id 1294 VP RS04495 WP 021449594.1 TAADLTNVKGIGEATIKKNEDRILL..... 94
NTDB id 1395 DSB67 RS04445 WP 010649155.1 TAADLTKVKGIGEATVRKNEDRILL..... 95
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