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MS SNTE\TKVEEF F il M| B ENDIXE TATSEEETNDTDSS D REEFDYSBKSLDATQMYLSEIGFSPLLTAEEEVL
MS SNTWTKVEEF F IV \ EWDIELTRINXEIRRFRAUNEINS D REEFDE\SIAKSLDATQMYLSEIGFSPLLTAEEEVL
Pl b L UL LD Dk lokkx k% k1 | 111 % I

VAR AR LR SRR AL e L LR R R

YARRALRGEAARKRMIESNLRLVVKISRRYSNRGLALLDLIEEGNLGLIRAVEKFDPERGFRFSTYATWWIRQTIERAL
YARRALRG EAARKRMIESNLRLVVKISRRYSNRGLALLDLIEEGNLGLIRAVEKFDPERGFRFSTYATWWIRQTIERAL

N R WL S T e R IR LRSS D ALDl

MNQTRTIRLPIHVVKELNIYLRTARELSQRLDHEPT EEIARQELD PVDDV KMLRLNERISSVDTPIGGDGDKALLDI
MNQTRTIRLPIHVVKELNIYLRTARELSQRLDHEPT|JEETABELD PVDDV KMLRLNERISSVDTPIGGDGDKALLDI

D0 ST AL O ACREVANE LY ATEE A LR A

P STQDDDIR SL NWLDELNPKQKEVLARRFGLLGYEPSTLEEVGREINLTRERVRQIQVEGLRRLREIL
AJD)

P PERSTQDDDIR SL NWLDELNPKQKEVLARRFGLLGYEPSTLEEVGREINLTRERVRQIQVEGLRRLREIL
Pl bbbkt DL L Lttt etttk

X non conserved
B similar
> 50% conserved
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