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NTDB id 1192 PAKAF RS23870 WP 024947914.1 ........MKAQKGFTLIELMIVVAIIGILAAIAIPQYQNYVARSEGASALASVNPLKTTVEEA.LSRGWSVKSGTGTED 71
NTDB id 1204 PSJM300 03935 AFN76865.1 ....MKPVKSSCRGFSLIELMIVVAIIGILAAIALPAYQNYTVRSTAASALAEITPAKAAFEQA.ISEGHTPSLVSSLP. 74
NTDB id 1197 PSJM300 03940 AFN76866.1 ......MKAQMQKGFTLIELMIVVAIIGILAAIALPAYQDYTVRSNAAAALAEITPGKIGFEQA.INEGKTPSLTSTDE. 72
NTDB id 1365 NTHI RS01955 WP 011271973.1 ..MKLTTQQTLKKGFTLIELMIVIAIIAILATIAIPSYQNYTKKAAVSELLQASAPYKADVELCVYSTNETTNC...TGG 75
NTDB id 1109 OK783 RS10670 WP 157147416.1 .......MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGIWPKDNTSAGV 73
NTDB id 1191 AAC28468.1 484..945( ) ......MLKKVQKGFTLIELMIVIAIIGILAAIALPAYQDYTARAQATEGFKATAGLQTDLGAWRADRGSFPNAAALVAG 74
NTDB id 1424 RS RS02795 WP 011000517.1 MKSMRHLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTVRARVTEGLSLAAQAKALVSENAANAQSDLSVGS.... 76
NTDB id 1042942 ABQ101 RS16830 WP 104551203.1 ........MKKQQGFTLIELMIVVAIIAILAAIALPAYQDYTIRSRVSELAVMASSFKTTVAENIANNGGTLPAD..... 67
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ........MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVAGTPSTAG 72
NTDB id 1274 LPP RS09530 WP 011214168.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGY 71
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGY 71
consensus **!!*!!!!!!!*!!**!!!**!*!*!**!**** ***** * * * * * * * *
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NTDB id 1192 PAKAF RS23870 WP 024947914.1 ATKKEVPLGVAADAN...KLGTIALKPDPADGTADITLTFTMGGAGPKNKGKIITLTRT............AADGLWKCT 136
NTDB id 1204 PSJM300 03935 AFN76865.1 .....GFIGIGASTN....YCTVTLI.ATATGS..IT.CTTQNGMPDRFNGKTITIART.............TDGLWDCT 128
NTDB id 1197 PSJM300 03940 AFN76866.1 .....GYIGITDSTS....YCDVDLD.TAADGH..IE.CTAKGGNAGKFDGKTITLNRT.............ADGEWSCA 126
NTDB id 1365 NTHI RS01955 WP 011271973.1 KN......GIAADITTAKGYVK.....SVTTSNGAITVKGDG..........TLANMEY....ILQATGNAATGVTWTTT 130
NTDB id 1109 OK783 RS10670 WP 157147416.1 A..........SASTIKGKYVQKVEVA.....KGVVTAQMASTGVNKEIQDKKLSLW..........AKRQDGSVKWFCG 128
NTDB id 1191 AAC28468.1 484..945( ) N......VIFDSANGLDGKYFAPGGVT.VTPDTGAINIAFDA....GANAGKTMTITPTVIA.......ASGQISTWTCA 136
NTDB id 1424 RS RS02795 WP 011000517.1 .......SVF...TPT..KNVANLTIAGTGTVPGQITVTYT.....TAAGGGTLALVPTAAGTALPVSSAPSGPIMWTCY 139
NTDB id 1042942 ABQ101 RS16830 WP 104551203.1 .AC.VGVG...ATAAT..TNMAS..IACTPA.TGNIVVTGDA....TRTKGTVLTYAPTVGA......ANSAVGTTWLCT 127
NTDB id 1002 ACIAD RS15100 WP 004923779.1 SSC.VGVQEISASNAT..TNVAT..ATCGASSAGQIIVTMDT....TKAKGANITLTPT.YA......S...GAVTWKCT 133
NTDB id 1274 LPP RS09530 WP 011214168.1 V..........SPAAT..PNVAS..IAIGA..NGVITITY.T....AAAGGGTIVMTPTLQA......N...GDVTWTCT 121
NTDB id 1258 GCO85 RS09745 WP 014844212.1 V..........SPAAT..PNVQS..IAIGA..NGVITITY.T....AAAGGGTIIMTPTLQA......N...GDVTWTCT 121
consensus * * * * * **** * **** ** * * **!***
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NTDB id 1192 PAKAF RS23870 WP 024947914.1 SD.................QDEQFIPKGCSK..... 150
NTDB id 1204 PSJM300 03935 AFN76865.1 SD.................LDSRYKPGKCL...... 141
NTDB id 1197 PSJM300 03940 AFN76866.1 ST.................LDAKYKPGKCS...... 139
NTDB id 1365 NTHI RS01955 WP 011271973.1 CK................GTDASLFPANFCGSVTQ. 149
NTDB id 1109 OK783 RS10670 WP 157147416.1 QPVTRTGDNDDTVADANNAIDTKHLPSTCRDESSAT 164
NTDB id 1191 AAC28468.1 484..945( ) PGAAN.............GIETRRLPTSCQ*..... 153
NTDB id 1424 RS RS02795 WP 011000517.1 AQNKAQAA.SSVAPSGTMSLAAKYAPAECR...... 168
NTDB id 1042942 ABQ101 RS16830 WP 104551203.1 GS................GSQSKYYPAECRR..... 142
NTDB id 1002 ACIAD RS15100 WP 004923779.1 TT................S.DKKYVPSECRG..... 147
NTDB id 1274 LPP RS09530 WP 011214168.1 GG................TLLAKYRPASCRP..... 136
NTDB id 1258 GCO85 RS09745 WP 014844212.1 GG................TLLAKYRPASCRP..... 136
consensus ** ** !* **

X non conserved

X similar

X ≥ 50% conserved


